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TUESDAY POSTERS 
Tuesday posters should be set up 7:30  8:00 am on Tuesday and 
removed 7:30  8:00 pm on Tuesday.  Authors of odd numbered posters 
(i.e., 001, 003, 005) present 8:45  10:15 am on Tuesday.  Authors of 
even numbered posters (i.e., 002, 004, 006) present 1:30  3:00 pm on 
Tuesday. 
BIOINFORMATICS 
TPA 001 Integrating a New Peptide De-Novo Sequencing Tool 
for Sophisticated Data Analysis; Ulrike Schweiger-
Hufnagel1; Markus Lubeck1; Detlev Suckau1; Helen 
Muccitelli2; Carsten Baessmann1; 1Bruker Daltonik GmbH, 
Bremen, Germany; 2Bruker Daltonics Inc., Billerica, MA 
TPA 002 A Hardware Based Human Genome Database Search 
for Mass Spectrometry; Anish Alex1; Ruth Isserlin-
Weinberger2; Jonathan Rose1; Christopher Hogue3; 
1University of Toronto Dept. of Electrical Engineering, 
Toronto, Ontario Canada; 2University of Toronto Dept. of 
Biochemistry, Toronto, Ontario Canada; 3Samuel Lunenfel 
Research Inst, Mt. Sinai Hospital, Toronto, Ontario 
Canada 
TPA 003 ProSight PTM: Web and Database Support for High 
Throughput Analysis of Intact Proteins Using Top 
Down Mass Spectrometry; Gregory K. Taylor1; Yong-
Bin Kim1; Ryan E. McCarthy1; Andrew J. Forbes2; Fanyu 
Meng2; Neil L. Kelleher2; 1University of Illinois, Dept. of 
Comp. Sci., Urbana, IL; 2University of Illinois, Dept. of 
Chemistry, Urbana, IL 
TPA 004 Creation of an Open Standard File Format for the 
Representation of MS Data; Patrick G.A. Pedrioli1; 
Jimmy Eng1; Robert Hubley1; Brian Pratt2; Erik Nilsson2; 
Alex Taylor3; Ruedi Aebersold1; 1Institute for Systems 
Biology, Seattle, WA; 2Insilicos, Seattle, WA; 3Amgen, 
Seattle, WA 
TPA 005 Predicting MS/MS Peptide Fragmentation Patterns: 
Beyond Sequest; Joshua E. Elias; Francis D. Gibbons; 
Frederick P. Roth; Steven P. Gygi; Harvard University 
Medical School, Boston, MA 
TPA 006 Mapping Post-Translational Modifications in 
Deinococcus Radiodurans Using Peptide Sequence 
Tags; Anil Patwardhan1; Katherine Williams1; Maria 
Pallavicini1; Eric Strittmatter2; Richard Smith2; 1University 
of California, San Francisco, CA; 2Pacific Northwest 
National Labs, Richland, WA 
TPA 007 Evaluating Automated De Novo Sequencing Results 
and Assessing Tandem Mass Spectral Quality; Richard 
S. Johnson; J. Alex Taylor; Amgen, Seattle, WA 
TPA 008 De Novo Peptide Sequencing Based on a Divide-and-
Conquer Algorithm and Accurate Prediction of Peptide 
MS/MS Spectra; Zhongqi Zhang; Amgen Inc., Thousand 
Oaks, CA 
TPA 009 Development of a Human Protein Reference Database; 
Suraj Peri1; Daniel Navarro1; Ramars Amanchy1; Vidya 
Niranjan2; Babylakshmi Muthusamy2; Kiran 
Jonnalagadda1; Akhilesh Pandey1; 1Johns Hopkins Medical 
Institute, Baltimore, MD; 2Institute of Bioinformatics, 
Bangalore, Karnataka, India 
TPA 010 Microorganism Identification by Mass Spectrometry 
and Bioinformatics-generated Biomarker Databases; 
Plamen A. Demirev1; Andrew B. Feldman1; Jeffrey S. 
Lin1; Fernando J. Pineda2; Cheryl L. Resch1; 1Johns 
Hopkins Applied Physics Laboratory, Laurel, MD; 2Johns 
Hopkins School of Public Health, Baltimore, MD 
TPA 011 Nemesis: A Bioinformatics Tool for High-Throughput 
Data Analysis in Proteomics; Philippe Valade; Tammy-
Lynn Tremblay; Kenneth H.N. Chan; John Kelly; National 
Research Council of Canada, Ottawa, Ontario 
TPA 012 Gapped Sequence Tag Query For Improving De Novo 
Sequencing Results; Yonghua Han; Bin Ma; Kaizhong 
Zhang; University of Western Ontario, London, ON, 
Canada 
TPA 013 Determining the Factors Affecting Peptide 
Fragmentation: Derivation of a Relative Proton 
Mobility Scale and its Implications for MS/MS Scoring 
Algorithms; Eugene A Kapp1; Frédéric Schütz2; Gavin E 
Reid1; Richard AJ O'Hair3; James S Eddes1; Robert L 
Moritz1; Terry P Speed2; Richard J Simpson1; 1Ludwig 
Institute for Cancer Research, Melbourne, Australia; 2The 
Walter and Eliza Hall Institute of Medical Research, 
Melbourne, Australia; 3Dept. of Chemistry, University of 
Melbourne, Melbourne, Australia 
TPA 014 PIMM (Peptide Identification Based on a Mixture 
Model): a New Algorithm for Automated MS Spectral 
Analysis Using a Mixture Probability Model and 
Bayesian Inference; Shan Jiang; Erol Gulcicek; Cellular 
Genomics, Inc., Branford, CT 
TPA 015 Liquid Chromatography Peptide Elution Time 
Prediction by Using Artificial Neural Network and the 
Implementation of this Information in Proteome 
Analysis; Konstantinos Petritis; Lars Kangas; Eric F. 
Strittmatter; Kenneth J. Auberry; Nikola Tolic; David 
Camp; Mary Lipton; Richard D. Smith; Pacific Northwest 
National Laboratory, Richland, WA 
TPA 016 Deriving Statistical Models for Predicting Peptide 
Fragment Ion Intensities; Frédéric Schütz 1; Eugene A 
Kapp2; James E Eddes2; Richard J Simpson2; Terence P 
Speed1; 1The Walter and Eliza Hall Institute of Medical 
Research, Melbourne, Australia; 2Ludwig Institute for 
Cancer Research, Melbourne, Australia 
CARBOHYDRATES/OLIGOSACCHARIDES 
TPB 017 The Utility of GC-MS and GC-MS/MS for Linkage 
Analysis of Oligosaccharides; Lisa D. Morrison; Kenneth 
H.N. Chan; Jianjun Li; John Kelly; National Research 
Council of Canada Institute for Biological Sciences, 
Ottawa, Canada 
TPB 018 Determination of the Phosphorylation Sites in 
Lipooligosaccharides from Pseudoalteromonas 
Haloplanktis TAC 125 Grown at 15 C and 25 C; 
Salvatore Ummarino1; Maria M. Corsaro1; Rosa Lanzetta1; 
Ermenegilda Parrilli1; Michelangelo Parrilli1; Jasna Peter-
Katalinic2; 1Universita' di Napoli "Federico II", Naples, 
Italy; 2University of Münster, Münster, Germany 
TPB 019 Application of Infrared Multiphoton Resonance 
Dissociation (IRMPD) to the Mass Spectrometric 
Analysis of Bacterial Glycolipids; Buko Lindner; 
Reseach Center Borstel/ Division of Biophysics, Borstel, 
Germany 
TPB 020 Advances in MALDI-MS Methods to Investigate the 
Structure of Bacterial Lipopolysaccharides; Luisa 
Sturiale1; Antonio Molinaro2; Rosa Lanzetta2; Domenico 
Garozzo1; 1CNR - Istituto di Chimica e Tecnologia dei 
Polimeri, Catania, Italy; 2Dip. di Chimica Organica e 
Biochimica Univ. di Napoli Federico II, Napoli, Italy 
TPB 021 GC-MS Evaluation of Oxidative Degradation 
Mechanism Occurs during Per-O-methylation of 
Carbohydrates for their Structural Analysis by Mass 
Spectrometry; IOnel Ciucanu; Catherine E. Costello; 
Mass Spectrometry Resource, School of Medicine, Boston 
University, Boston, MA 
TPB 022 Direct Analysis of Lipopolysaccharide Structure from 
in vivo Organisms Using Capillary Electrophoresis-
Electrospray Mass Spectrometry; Jianjun Li1; Adele 
Martin1; Valerie Bouchet2; Derek W. Hood3; Elke K. H. 
Schweda4; Stephen I. Pelton2; Richard Goldstein2; E. 
40S 51st ASMS Conference on Mass Spectrometry 
Richard Moxon3; James C. Richards1; 1Institute For 
Biological Sciences, Ottawa, Canada; 2Boston University 
School of Medicine, Boston, MA; 3University of Oxford, 
Oxford, UK; 4Karolinska Institute and University College 
of South Stockholm, Huddinge, Sweden 
TPB 023 Development of Mass Spectrometry Based Methods for 
Characterization of Water-soluble and Water-insoluble 
Polysaccharides from Ganoderma Lucidum; T.-W. D. 
Chan; P.H.I. Li; B Sun; The Chinese University of Hong 
Kong, Hong Kong SAR, China 
TPB 024 Application of CE-ESMS in Bacterial Metabolomics 
and Functional Characterization of Flagellin 
Glycosylation Gene Products of Campylobacter jejuni 
81-176; Evelyn C Soo1; Annie J Aubry1; Susan M Logan1; 
Patricia Guerry2; Lisa D Morrison1; John F Kelly1; Pierre 
Thibault3; 1National Research Council Canada, Ottawa, 
Canada; 2Naval Medical Research Center, Silver Spring, 
MD; 3Caprion Pharmaceuticals Inc, Montreal, Canada 
TPB 025 A Strategy for Determining Glycosaminoglycan 
Structural Domains; Robert J. Seward; May Joy C. 
Miller; Catherine E. Costello; Joseph Zaia; Boston 
University School of Medicine, Boston, MA 
TPB 026 Rapid Method for the Determination of N-glycosylation 
and Site Heterogeneity; Hyun Joo An; Jerry L Hedrick; 
Carlito B Lebrilla; University of California, Davis, CA 
TPB 027 Sequencing Underivatized Oligosaccharides Using a 
MALDI-TOF/TOF Tandem Mass Spectrometer; 
Domenico Garozzo1; Emanuela Spina1; Franz J. Mayer-
Posner2; Volker Sauerland2; 1CNR Istituto Chimica e 
Tecnologia dei Polimeri CT, Catania, Italy; 2Bruker 
Daltonik GmbH, Bremen, Germany 
TPB 028 Characterization of Oligosaccharides Using 
Derivatization with Phenylhydrazine; Erika Lattova; 
Helene Perreault; Chemistry Department, University of 
Manitoba, Winnipeg, Canada 
TPB 029 High Energy CID by MALDI-TOF/TOF for Structural 
Characterization of Glycoconjugates; Douglas M. 
Sheeley; Alfred L. Yergey; National Institutes of Health, 
Bethesda, MD 
TPB 030 Effects of N-glycosylation on the Specificity of Pectin 
Methylesterase from A.Niger; Jeremi Johnson1; Min 
Xie1; Carl Bergmann1; Jaap Visser2; Jacques Benen2; Ron 
Orlando1; 1University of Georgia, Athens, GA; 
2Wageningen Agricultural University, Wageningen, The 
Netherlands 
TPB 031 Unraveling Isobaric C. elegans Glycomers: Molecular 
Disassembly (MSn) and Structural Continuity; Andrew 
Hanneman; Suddham Singh; Hailong Zhang; Vernon 
Reinhold; University of New Hampshire, Durham, NH 
CLINICAL CHEMISTRY 
TPC 032 Laser Desorption Mass Spectrometry Time Course 
Study of Plasmodium yoelii Malaria Infection in Mice; 
Peter F. Scholl1; Plamen A. Demirev2; Darin 
Kongkasuriyachai1; Andrew B. Feldman2; Jeffery Lin2; 
David Sullivan, Jr. 1; Nirbhay Kumar1; 1Johns Hopkins 
University Bloomberg School of Public Health, Baltimore, 
MD; 2Johns Hopkins University Applied Physics 
Laboratory, Laurel, MD 
TPC 033 Analysis of Rat Microdialysates for Monoamine 
Neurotransmitters and their Metabolites Using Liquid 
Chromatography Electrospray / Tandem Mass 
Spectrometry; Vicky Bablekis1; Themis Flarakos2; Mark 
L. J. Reimer2; James G. Pfaus1; 1Chemistry and CSBN, 
Concordia University, Montreal, Canada; 2Dept. of 
Analytical Sciences, MDS Pharma Services, Montreal, 
Canada 
TPC 034 A Simple, High Throughput LC/ MS/ MS Assay to 
Quantify 6 Protein-Bounded Oxidized Tyrosine Species 
and their Precursors in Human Serum; Wei Song; 
Stanley L. Hazen; Cleveland Clinic Foundation, 
Cleveland, OH 
TPC 035 Quantitation of Modified Nucleosides in Complex 
Biological Mixtures with Affinity Chromatography 
Coupled to Mass Spectrometry; Qing Yang; Pauline J. 
Vollmerhaus; Feng Zhong; Michael Chan; Takeo Sakuma; 
MDS SCIEX-Applied Biosystems, Concord, Ontario 
TPC 036 Accurate Measurement of HbA1c Based on Peptide 
Analysis by Isotope Dilution Method Using Deuterium-
Labeled Synthetic Peptides; Toyofumi Nakanishi; Ken 
Iguchi; Akira Shimizu; Osaka Medical College, Takatsuki, 
Japan 
TPC 037 Measurement of Homocysteine Thiolactone and 
Homocysteine in Human Plasma by LC/MS/MS; Mary 
B. Satterfield1; Katrice A. Lippa1; Bryant C. Nelson2; 
1National Institute of Standards and Technology, 
Gaithersburg, MD; 2Genzyme Corporation, Framingham, 
MA 
TPC 038 Determination of δ-Aminolevulinic Acid in the Human 
Urine by Liquid Chromatography-Tandem Mass 
Spectrometry; Natalia M Felitsyn; George N Henderson; 
Peter W Stacpoole; Department of Medicine, University of 
Florida, Gainesville, FL 
TPC 039 The Analysis of Urine Proteomic and Metabonomic 
Patterns for the Diagnosis of Cystitis; David A Lucas1; 
Brian Luke1; Jack Collins1; Que N Van1; John Klose1; 
Gwendolyn N Chmurny1; DaRue A Prieto1; Thomas P 
Conrads1; Stanley K Burt1; Sue K Keay2; Timothy D 
Veenstra1; 1SAIC, Frederick, MD; 2University of Maryland 
School of Medicine, Baltimore, MD 
TPC 040 Development of an LC/MS/MS-Based Enzyme Assay 
for Testing Inducible Nitric Oxide Synthase (iNOS) 
Inhibitors; Jinghua Zhang; Susanne Goeters; Ian A. Blair; 
University of Pennsylvania, Philadelphia, PA 
TPC 041 Determination of Oxidized Phospholipids in Biological 
Samples by LC/ESI/MS/MS; Lian Shan1; MingJiang 
Sun2; Renliang Zhang1; Zhongzhou Shen1; Stanley L 
Hazen1; 1Department of Cell Biology, Cleveland Clinic 
Foundation, Cleveland, OH; 2Department of Chemistry, 
Case Western Reserve University, Cleveland, OH 
TPC 042 Globotriaosylceramide Isoform Distribution in Fabry 
Patient and Normal Human Plasma by Liquid 
Chromatography/Tandem Mass Spectrometry; Bryant 
C. Nelson; Shaparak Araghi; Dennis Wilkens; Thomas 
Roddy; John Thomas; Kate Zhang; Fei Wang; Crystal C.-
C. Sung; Susan Richards; Genzyme Corporation, 
Framingham, MA 
TPC 043 Quantitation of NTBC (Nitisinone, Orfadine) in Human 
Plasma by LC-ESI-MS/MS; Katerina Sadilkova1; Rhona 
M. Jack1; C. Ronald Scott2; 1Childrens Hospital and 
Regional Medical Center, Seattle, WA; 2University of 
Washington, Department of Pediatrics, Seattle, WA 
TPC 044 Arginine Adducts as Endogenous Inhibitors of nNOS: 
Analysis Using an LC/MS-Based Enzyme Assay; 
Susanne Goeters; Tomoyuki Oe; Ian A. Blair; Center of 
Cancer Pharmacology, University of Pennsylvania, 
Philadelphia, PA 
TPC 045 An LC-MS/MS Method for Diagnosis of a-
Mannosidosis; Yan An1; Robert D. Stevens1; Joe T. R. 
Clarke2; David S. Millington1; 1Duke University Medical 
Center, Durham, North Carolina; 2The Hospital for Sick 
Children, Toronto, Canada 
TPC 046 Phenotypic Characterization of Human Urine Proteins 
Using Mass Spectrometric Immunoassay; Urban A. 
Kiernan1; Dobrin Nedelkov1; Kemmons A. Tubbs1; Eric E. 
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Niederkofler1; Elizabeth McConnell2; Randall W. Nelson1; 
1Intrinsic Bioprobes, Inc., Tempe, AZ; 2Arizona State 
University, Tempe, AZ 
TPC 047 Top Down Proteomics of Transthyretin Variants using 
Accurate Mass Tags and Sequencing by LC-FT-ICR-
MS; Angelito I. Nepomuceno1; H. Robert Bergen III1; 
Steven R. Zeldenrust2; John F. O'Brien3; David C. 
Muddiman1; 1W.M. Keck FT-ICR Mass Spectrometry 
Laboratory, Mayo Clinic, Rochester, MN; 2Department of 
Hematolgy, Mayo Clinic, Rochester, MN; 3Department of 
Clinical Biochemistry, Mayo Clinic, Rochester, MN 
TPC 048 Analysis of Angiotensin Converting Enzyme (ACE) 
Inhibitors and the Active Metabolites in Equine Urine 
and Plasma by LCMSMS; Jeffrey Rudy1; Cornelius 
Uboh1; Mark Kahler1; Jack Shellenberger1; Lawrence 
Soma2; Yi Luo2; Fuyu Guan2; 1Pennsylvania Equine 
Toxicology and Research Center, West Chester, PA; 
2University of Pennsylvania School of Veterinary 
Medicine, New Bolton, Kennet Square, PA 
TPC 049 SNP Genotyping Assays For Potential Prostate Cancer 
Markers; Xiaoyang Zheng; Norman H. L. Chiu; 
Department of Chemistry and Chemical Biology, 
Northeastern University, Boston, MA 
TPC 050 LC-MS/MS Quantification of Circulating Free 
Nitrotyrosine _ Evidence of Elevated Free Nitrotyrosine 
in Hypertensive Patients; H. Helen Wang; Susan A 
Lagerstedt; Ravinder J Singh; Mayo Clinic, Rochester, MN 
TPC 051 A Simple, Sensitive and Specific LC/MS/MS Method 
for the Determination of Iothalamate and Iohexol in 
Plasma and Urine as Exogenous Markers of 
Glomerular Filtration Rate; Minghong Jia1; Hanno B. 
Richards2; Westley H. Reeves2; Vikas R. Dharnidharka3; 
George N. Henderson2; 1Biomedical Mass Spectrometry 
Lab, CRC, Univ. of Florida, Gainesville, FL; 2Dept.of 
Medicine, College of Medicine, Univ. of Florida, 
Gainesville, FL; 3Dept.of Pediatrics, College of Medicine, 
Univ. of Florida, Gainesville, FL 
DRUG METABOLISM: HIGH THROUGHPUT 
TPD 052 Development of a Rapid Method for pKa 
Determination of Compounds in Drug Discovery using 
Capillary Electrophoresis Tandem Mass Spectrometry 
with Cassette Injections; Erick Kindt; Stephen Kurzyniec; 
Udeni Yapa; Charles Stankovic; Susan Glynn; Karen 
Dehring; Pfizer, Ann Arbor, MI 
TPD 053 Highthroughput Online LC/MS/MS Simultaneous 
Determination of Dextromethorphan ( CYP2D6, 
CYP3A)) and Metabolites, Midazolam (CYP3A) and 
Metabolite in Human Plasma for Assessment of 
Phenotypic Activity; Othman Akram; Chenier Dodard; 
Jacques Prevost; Rudolf Guilbauld; MDSPS, Montreal, 
Canada 
TPD 054 Automated LC/MS/MS Cocktail Assay for Screening 
Compound Inhibition of Human Cytochrome P450s 
1A2, 2A6, 2C8, 2C9, 2C19, 2D6 and 3A4; Lin Deng; 
Thomas L Lloyd; Margaret Davis; Louis Leung; Yasmeen 
Hasan; Rasmy Talaat; Wyeth Research, Collegeville, PA 
TPD 055 Method Development and Validation of A Novel Dual 
PPAR alpha/gamma agonist-Merck Compound A in 
Human Plasma Using On-Line Turbulent Flow 
Extraction and LC-MS/MS; Xiaohui (Sophia) Xu; Kerri 
X Yan; Henry Song; Man-Wai Lo; Merck &Co., Inc., West 
Point, PA 
TPD 056 Automated in-vivo Pharmacokinetic Screen in Drug 
Discovery using QuanLynx Software; Cymbelene Nardo; 
Hong Mei; Schering Plough Research Institute, 
Kenilworth, NJ 
TPD 057 Mass-Directed Purification of Drug Metabolites by 
SFC/MS; Lu Zeng; Ron Xu; Anna Aparicio; Melinda 
Manuel; Daniel Kassel; Syrrx, Inc, San Diego, California 
TPD 058 Staggered Chromatography for High Throughput 
Bioanalysis Using An Integrated MS Software; Tabisam 
Khan1; David R Little1; Liyu Yang2; Jiwen Chen2; Parya 
Nouri2; Samy Tadros2; Patrick Rudewicz2; 1Waters MS 
Technologies Centre (Micromass), Manchester, UK; 
2Schering-Plough Research Institute, Kenilworth, NJ 
TPD 059 Use of Highly Retentive Stationary Phase Packings in 
LC/MS; Luisa M. Pereira1; Rick Ludwig2; Mark 
Woodruff1; 1Thermo Electron Corporation, 
Chromatography and Mass Spectrometry, Runcorn, 
Cheshire; 2Thermo Electron Corporation, 
Chromatography and Mass Spectrometry, Bellefonte, PA 
TPD 060 Determination of LAG078, a Lipid Modulator, in Dog 
Plasma Using Liquid Chromatography-Tandem Mass 
Spectrometry: Application in a Toxicokinetic Study; 
Shari S Wu; Tapan K Majumdar; Sunanda Vedananda; 
Cindy Chen; Francis L.S. Tse; Novartis Pharmaceuticals 
Corporation, East Hanover, NJ 
TPD 061 Assessing the Utility of Turbulent Flow 
Chromatography/Mass Spectrometry for In vivo 
Cassette Analysis; Nalini Sadagopan1; Brandon Pabst2; 
Lucinda Cohen1; 1Pfizer Global Research and 
Development, Ann Arbor Laboratories, MI; 2Michigan 
State University, East Lansing, MI 
TPD 062 Comparison of LC-MS/MS and RIA Methods for 
Serum Nicotine Determination; Gary D. Byrd; Riley A. 
Davis; R. J. Reynolds Tobacco Company, Winston Salem, 
NC 
TPD 063 A Fully Automated Dual HPLC-MS/MS System for 
High Throughput Bioanalysis of In-Vitro ADME 
Samples; Kenneth C Saunders; Drew Gibson; Caroline E 
Green; Pfizer Global R&D, Sandwich, UK 
TPD 064 High Throughput - High Temperature LC/ 
Electrospray-MS; Jennifer A. Townsend; Robert D. 
Voyksner; LCMS Limited, Raleigh, NC 
TPD 065 A Sensitive High-Throughput LC/MS/MS Assay for the 
Detection of Putative Organic Anion Transporter 
Substrates; Diana C. Kazolias; John R. Soglia; John 
Janiszewski; Sabrina Zhao; Bo Feng; Mark J. Cole; Pfizer, 
Inc., Groton, CT 
TPD 066 Evaluation of Micro-Turbulent Flow 
Chromatography/Tandem Mass Spectrometry for the 
Direct Analysis of Samples for Cytochrome p450 
Inhibition Screening; Rena Zhang; Debbie Dooney; Sue 
Crathern; James Yergey; Richard King; Merck & Co., Inc., 
West Point, PA 
TPD 067 Utilization of an Automated Blood Sampling Device for 
Rat Pharmacokinetic Studies with Direct Bioanalysis 
by Nano-ESI-MS/MS from a Silicon Chip; Marc 
Lastelle; Luc Scholliers; Sylviane De Broux; Jean-Marie 
Dethy; Lilly Development Center, Mont-Saint-Guibert, 
Belgium 
TPD 068 Bio-analytical Quantitation by Direct Injection of 
Plasma Utilizing a Back-Flow Technique; Shane M Hart; 
Ning Song; Ta-Kung Chen; Haig Bozigian; Neurocrine 
Biosciences, San Diego, CA 
TPD 069 The Use of Parallel LC-MS/MS with Automated 
Optimization to Increase Throughput for the 
Quantification of Incubated Drug Candidate Samples; 
Paul Courtney1; Richard Weaver1; Kendon Graham2; 
Tabisam Khan2; 1AstraZeneca R&D Charnwood, Physical 
and Metabolic Sciences, Loughborough, UK; 2Waters MS 
Technologies Centre (Micromass), Manchester, UK 
TPD 070 High-Throughput LC/MS/MS Analysis of Bupropion 
and its Metabolites in Human, Mouse, Rat and Dog 
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Plasma using a Monolithic Column; Virginia Borges; 
Jack Henion; Cornell University, Ithaca, NY 
TPD 071 Turbulent Flow Chromatography Approach in Support 
of Drug Discovery,  What Generic Method Should I 
Use for My Non-generic Library?; Hamza Kandoussi; 
Thomas.L Lloyd; David Ayres; Craig Titsh; Rana 
Ramdass; Zhang Cai; Fangbiao Li; Alena Barry; William 
Adams; Wyeth Research, Collegeville, PA 
TPD 072 Automated Mass Spectrometer Optimization, Method 
Development and Quantification; Louis Maljers; Ed 
Gonzalez; Raymond Wilson; Huy Bui; ThermoFinnigan, 
San Jose, CA 
TPD 073 Strategies for Enhancing Throughput in the Discovery 
Rat Pharmacokinetic Model Using the Packard 
Multiprobe II and TSQ Quantum; Kimberly W. Dunn-
Meynell; Samuel Wainhaus; Walter A. Korfmacher; 
Schering Plough Research Institute, Kenilworth, NJ 
DRUG METABOLISM:  
METABOLITE AND IMPURITY IDENTIFICATION 
TPE 074 Characterization of the Unusual C-Demethlated 
Metabolites of the NK1 Receptor Antagonist, CJ-
11,972, in Human Liver Microsomes And CYP3A 
Isoforms by LC-MS/MS; Jinyan LIn; Kevin Colizza; 
Chandra Prakash; Pfizer Global Research and 
Development, Groton, CT 
TPE 075 Glucosides Identified as Novel Hydromorphone 
Metabolites by LC/MSn Analysis; Feng Gao1; Danlin 
Wu1; Douglas Zook1; Carlo Sensenhauser2; Jan Miotto1; 
Fred Tonelli2; Juergen Liefhold3; 1Purdue Pharma, L.P. 
International R&D, Ardsley, New York; 2Johnson & 
Johnson, Raritan, New Jersey; 3Purdue Pharma, L.P. 
International R&D, Mundipharma GmbH, Germany 
TPE 076 Structure Elucidation of Metabolites of Drug 
RO0730574 and their Quantification in Biological 
Fluids using HPLC Combined with Quadrupole-Linear 
Ion Trap Mass Spectrometry; Manfred Zell1; Christophe 
Husser1; Rodolfo Gasser1; Gerard Hopfgartner2; 1F. 
Hoffmann-La Roche Ltd, Pharma Research, Basel, 
Switzerland; 2University of Geneva, Laboratory of Pharm. 
Analytical Chemistry, Geneva, Switzerland 
TPE 077 Metabolite Detection and Identification System 
Designed to Accelerate Drug Discovery and 
Development; Yoshihisa Sano; Shinki Kawaguchi; 
Tsutomu Yoshimura; Mami Gomibuchi; Eisai Co., Ltd., 
Tsukuba, Japan 
TPE 078 Rapid Identification of Potential Metabolites in 
Complex Mixtures Using AutoShift, a Novel MS/MS 
Correlation Algorithm; Jeffrey L Whitney1; Ji Ma2; 
Shichang Miao2; Mark E Hail1; David J Detlefsen1; 
1Novatia, LLC, Princeton, NJ; 2Tularik, Inc, South San 
Francisco, CA; 3Tularik Inc., South San Francisco, CA 
TPE 079 Duloxetine: A Study in Metabolism Diversity; Todd 
Gillespie; Kenneth Cassidy; Ronald Lantz; Mary Pat 
Knadler; Lilly Research Laboratories, Indianapolis, 
Indiana 
TPE 080 The Structure Elucidation of Metabolites of ICL670, a 
New Drug in the Treatment of β-thalassemia; Gerard J 
Bruin1; Josef Schneider2; Ulrike Glaenzel1; Lukas Oberer2; 
Felix Waldmeier1; 1Novartis Pharma AG, Preclinical 
Safety, Basel, Switzerland; 2Novartis Pharma AG, 
Preclinical Research, Basel, Switzerland 
TPE 081 Using Mass Spectrometric Approaches to Differentiate 
Between Possible Isomers of Sulfadiazine Metabolites; 
Thomas Pfeifer1; Jochen Tuerk2; 1INFU/University of 
Dortmund, Dortmund, Germany; 2IUTA, Duisburg, 
Germany 
TPE 082 Static Nanoelectrospray Ionization in Drug Metabolite 
Structure Elucidation; Steven T Cook; David J Borts; 
Gary D Bowers; Michael J O'Mara; GlaxoSmithKline, 
RTP, NC 
TPE 083 Distribution and Metabolism of Depsipeptide FK228 
(FR901228, NSC 630176) in Blood as Measured by 
Electrospray LC/MS/MS; Kenneth K. Chan1; Jim J. 
Xiao2; Guido Marcucci3; Michael Grever3; John Byrd3; 
1Colleges of Pharmacy and Medicine, The Ohio State 
University, Columbus, OH; 2College of Pharmacy, 
BioMedical Mass Spectrometry Laboratory, Columbus, 
OH; 3College of Medicine and Public Health, Columbus, 
OH 
TPE 084 In Vitro Metabolism and Fragmentation Mechanism of 
Sildenafil Derivatives by Liquid 
Chromatography/Tandem Mass Spectrometry; Jaeick 
Lee; Junghyun Son; Dong-Hyun Kim; Korea Institute of 
Science and Technology, Seoul, South Korea 
TPE 085 Characterization of in vivo Metabolites of the Potent 
Tachykinin NK1 Receptor Antagonist, CP-122,721 in 
Sprague-Dawley Rats by HPLC/RAM/ESI/MS/MS; 
John Davis; Amin Kamel; Pfizer Global Research and 
Development, Groton, CT 
TPE 086 Understanding by MALDI-MS of Photobleaching 
Processes of Temoporfin Used in Photodynamic 
Therapy; Natacha Lourette1; Benoît Maunit1; Marc 
Dodeller1; Jean-François Muller1; Lina Bezdetnaya2; 
Carole Ramacci2; François Guillemin2; 1LSMCL Université 
de Metz, Metz, France; 2CAV faculté de médecine de 
Nancy, Nancy, France 
TPE 088 Strengths and Short Comings of Automated Metabolite 
Identification Software Systems, and Their Effective 
Integration into Screening Programs; Lucas J. Utley; 
Melissa Coache; Jakal Amin; Charles River Laboratories, 
Discovery and Development Services, Worcester, MA 
TPE 089 Impurity and Degradation Product Analysis: High 
Sensitivity Quantitative and Qualitative Analysis Using 
a Hybrid Triple-Quadrupole-Linear Ion Trap Mass 
Spectrometer; Tom Biesenthal; Tanya Gamble; Nadia 
Pace; Gary Impey; Applied Biosystems/MDS Sciex, 
Concord, Canada 
TPE 090 Identification of Novel Degradation Products of 
Ketorolac Tromethamine and Determination of 
Ketorolac in Plasma by High Pressure Liquid 
Chromatography Coupled to MS/MS Detection; Vida 
Pezeshk; Frank Beissel; Amy Pierce; Liesa Shanahan; 
Mourad Rahi; Pace Analytical Services, Inc., Minneapolis, 
MN 
TPE 091 Fourier Transform Ion Cyclotron Resonance (FT-ICR) 
Mass Spectrometry  A Rapid Method for Metabolite 
Identification; Shiaw-Lin Wu1; Andreas Wieghaus1; 
Helmut Muenster1; Jens Griep-Raming1; Robert Malek1; 
Payton Jacob III2; 1Thermo Electron, Bremen, Germany; 
2University of California, San Francisco, CA 
TPE 092 Simultaneously Characterizing and Quantifying 
Chloramphenicol and its Metabolites Using LC-
MS/MS; Alicia Y. Du1; Elliott Jones1; Louisette J. Basa1; 
Ling Chen1; Wenbao Li2; 1Applied Biosystems, Foster City, 
CA; 2Genelabs Technologies Inc., Redwood City, CA 
TPE 093 Investigation of a Novel Sulphonamide Cleavage in 
Microsomal Stability Assay by Ion Trap and Time of 
Flight Mass Spectrometers; Marie-Anne Stenger; 
Andrew Osprey; Paul Scullion; Organon Laboratories Ltd, 
Newhouse, Scotland 
TPE 094 Metabolic and Pharmacokinetic Studies of CKD-732 by 
LC/MS/MS; Seung-Woon Myung1; Hye-Ki Min1; 
Myungsoo Kim1; Ho Sup Lee2; Joon Kyum Kim2; Soon 
Kil Ahn2; Chung Il Hong2; 1Korea Institute of Science & 
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Technology, Seoul, Korea; 2CKD Research Institute, 
Chonan, Korea 
TPE 095 Identification of In-Vitro Metabolites of Indinavir, 
Using a Hybrid Triple Quadrupole / Linear Ion Trap 
(Q-trap) Mass Spectrometer; Casey C Hao1; Yongjin 
Yao2; Alicia Du1; Patricia Bassett1; 1Applied Biosystems, 
Foster City, CA; 2Alza Corporation, Mountain View, CA 
TPE 096 Identification of Rat Microsomal Metabolites of Potent 
Cannabinoid Receptor Ligands JWH-015, AM-630, and 
AM-251; Qiang Zhang1; Peng Ma1; Weiqun Wang2; 
Richard B. Cole2; Guangdi Wang1; 1Xavier University of 
Louisiana, New Orleans, LA; 2University of Louisiana, 
New Orleans, LA; 3University of New Orleans, New 
Orleans, LA 
DRUG METABOLISM: QUANTITATION 
TPF 097 LC-MS/MS Method for the Rapid and Sensitive 
Quantitation of Total 4-Methylnitrosamino-1-(3-
pyridyl)-1-butanol (NNAL) in Human Urine Using a 
Normal Phase Chromatography; Kirk Newland; Erica 
Carnes; Daryl Grafelman; Vincent Andaloro; Patrick Lin; 
MDS Pharma Services, Lincoln, NE 
TPF 098 Rapid Method by Tandem Mass Spectrometry for 
Quantification of Sirolimus in A Paediatric Transplant 
Program; Warren E. Walsh1; Lawrence J. Fisher1; John 
W. Callahan1; Zul Verjee1; 1The Hospital for Sick 
Children, Toronto, Canada; 2University Of Toronto, 
Toronto, Canada 
TPF 099 Development of a Quantitative LC/MS/MS Method for 
the Analysis of the Thymidylate Synthase Inhibitor CB 
300638 (N-{N-{4-[N-((6RS)-2-methyl-4-oxo-3,4,7,8-
tetrahydro-6H-cyclopenta[g]quinazolin-6-yl)-N-(prop-
2-ynyl)amino]benzoyl}-L-g-glutamyl}-D-glutamic acid) 
in Mouse Plasma; Florence I Raynaud; David Gibbs; Ann 
Jackman; The Institute of Cancer Research,, Sutton, UK 
TPF 100 Maintaining the Performance of a Validated 
Bioanalytical Method During Sample Analysis: A Case 
Study; Edward G. Green1; David J. Anderson1; John R. 
Perkins1; Richard S. Hucker2; David Muirhead2; 1Advion 
BioSciences, Inc., Ithaca, NY; 2Pfizer Global Research and 
Development, Sandwich, Kent, UK 
TPF 101 Profiling of Long Chain Fatty Acid Acyl Conjugates of 
Triamcinolone Acetonide Via GC-MS Analysis; Walter 
C. Hubbard; Andrew E. Blum; Carol A. Bickel; Nicola M. 
Heller; Robert P. Schleimer; Johns Hopkins University 
School of Medicine, Baltimore, MD 
TPF 102 Evaluation of Directly Coupled LC/MS/NMR as a 
Potential Qualitative and Quantitative Tool for 
Metabonomic Applications; Asoka Ranasinghe; 
Xiaohong Liu; Joseph L. Cantone; Dieter Drexler; Xiaohua 
Huang; Mark Sanders; Vikram A. Roongta; Mary M. 
Sauer; Adrienne Tymiak; Bristol-Myers Squibb Company, 
Wallingford, CT 
TPF 103 The Signal Suppression of Stable Labeled Analytes as 
the Internal Standard by Co-eluting Analytes in 
Quantitative Bioanalytical LC-MS/MS; Wei Zhou; 
Shaolian Zhou; Richard L. Tollefson; Xiangyu Jiang; 
Naidong Weng; Covance Laboratories Inc., Madison, WI 
TPF 104 A LC-MS/MS Method for Quantitation of a Small 
Molecule Drug Candidate in Rat Plasma, Urine and 
Synovial Fluid and Matrix Effect Evaluation in These 
Three Matrices Using API 4000 and API 3000; Xiao 
Ding; Jeffrey X Duggan; Douglas M Fast; Pharmacia, 
Skokie, IL 
TPF 105 Novel Quantification of An Endogenous Analyte, a-
Ketoiscaproic acid (KIC), in Biofluid using Stable 
Isotope Labeled Calibration Standards; Wenlin 
(Wendy) Li; Lucinda Cohen; Scott Fountain; Liming 
Zhang; Kathleen Szczap; Pfizer Inc., Ann Arbor, MI 
TPF 106 Sensitive LC/MS/MS Method for the Determination of 
Total Propranolol in Human EDTA K3 Plasma; 
Sébastien Gagné; Jean Couture; Anapharm Inc., Québec, 
Canada 
TPF 107 A Highly Sensitive and Specific LC/MS/MS Method (3 
pg/mL) for Quantitation of Fluticasone Propionate in 
Human Plasma; Dawei Zhou; Guangchun Zhou; Christen 
J. Scotto; Joseph Caruso; Jinn Wu; Yong-Xi Li; XenoBiotic 
Laboratories, Inc., Plainsboro, NJ 
TPF 108 Challenges During the Development of a Bioanalytical 
Method for Conjugated Duloxetine Metabolites in 
Human Plasma; Chromatographic Separation, 
Sequential SPE, and the Use of Positive and Negative 
Ion Mass Spectrometry; Julie D. McCulloch; Fengjiun 
Kuo; Mary Pat Knadler; Darlene K. Satonin; Eli Lilly and 
Company, Indianapolis, IN 
TPF 109 Sensitive LC/MS/MS Method for the Determination of 
Raloxifene in Human EDTA K3 Plasma; Isabelle M 
Lévesque; Jean Couture; Anapharm Inc., Québec, Canada 
TPF 110 Development and Validation of Bioanalytical Method 
for a Novel Vitamin D Analog; Ago B Ahene1; Thuy 
Tran1; Douglas Clark1; Flora Chang1; Kelly Young1; 
Jeremy McCabe1; Irving Fong2; Thomas Tarnowski1; 
1Roche Bioscience, Palo Alto, CA; 2CV Therapeutics, Palo 
Alto, CA 
TPF 111 Quantitation of Verapmil and Normethyl-verapamil 
Enantiomers in Human Plasma by LC/MS/MS; Jing Ke; 
Sreedhara Chaganty; Allan Xu; SFBC Analytical 
Laboratories, Inc., North Wales, PA 
TPF 112 Extraction and LC-MS-MS Analysis of Abacavir in 
Complex Biological Matrices; T. Nicole Clark; Catherine 
A. White; Michael G. Bartlett; The University of Georgia, 
Athens, GA 
TPF 113 A Fast LC/MS/MS Method for the Simultaneous 
Quantitation of SCIO-469 and Three Metabolites in 
Human Plasma; Satish I Rao; Jennifer Amundson; Beth 
Fernandez; Jin Shu; Maurice Standlee; James Tovera; Vinh 
Tran; Yang Wang; Rodney A Jue; Scios, Inc., Sunnyvale, 
CA 
TPF 114 Simultaneous Quantitation of Dextromethorphan and 
Automated Identification and Quantitation of the Main 
Metabolites in Rat Plasma by the Coupling of Micro 
Turbulent Fluid Chromatography, High Performance 
Liquid Chromatography and Mass Spectrometry; Lars 
Ynddal; Novo Nordisk A/S, Dept. of Drug Metabolism, 
Maaloev, Denmark 
TPF 115 Sensitive LC/MS/MS Method for the Determination of 
Paroxetine in Human EDTA K3 Plasma with 
Multiprobe II EX; Patrice Arcand; Jean Couture; 
Anapharm, Québec, Canada 
TPF 116 Determination of PEG Conjugated and Free Retinoic 
Acid in Rat Plasma Using an LC-MS-MS Method; 
Steven J Lawson; Clark March; Chet Leach; Nektar 
Therapeutics, San Carlos, CA 
TPF 117 Simultaneous Determination of Glipizide and 
Rosiglitizone Unbound Drug Concentrations in Plasma 
by Equilibrium Dialysis and LC-MS/MS; Zhongping 
John Lin1; Daksha Desai-Krieger2; Linyee Shum1; 1Avantix 
Laboratories, Inc., New Castle, DE; 2Johnson & Johnson 
Pharmaceutical Research & Development, Spring House, 
PA 
TPF 118 Quantitative Analysis of CPT-11 (Camptosar), SN-38, 
and APC in Human Plasma by HPLC/MS/MS; Barbara 
A. Duncan1; Richard A. Johnson2; Michael J. Herrera2; 
1Pharmacia, Kalamazoo, Michigan; 2AvTech Laboratories, 
Inc., Kalamazoo, MI 
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ENVIRONMENTAL 
TPG 119 Investigation of New Disinfection By-Products in 
Drinking Water Using Solid Phase Extraction Coupled 
with Mass Spectrometry; Salvador J. Pastor1; Stuart W. 
Krasner1; Howard S. Weinberg2; Susan D. Richardson3; 
1Metropolitan Water District of Southern California, La 
Verne, CA; 2University of North Carolina, Chapel Hill, 
NC; 3U.S. Environmental Protection Agency, Athens, GA 
TPG 120 Applications of Underwater Mass Spectrometers in the 
Marine and Freshwater Environment; Peter G. Wenner; 
Friso H.W. van Amerom; John E. Edkins; Strawn K. Toler; 
Karsten Koehn; Ryan J. Bell; Robert T. Short; University 
of South Florida, St. Petersburg, FL 
TPG 121 HPLC/ESI-Quadrupole Ion Trap Mass Spectrometry 
for Simultaneous Quantification of Poly-dispersed 
Anionic, Amphoteric and Nonionic Surfactants in 
Membrane Bioreactors for Treating Simulated 
Graywater and Urine; Lanfang H. Levine1; Jay L. 
Garland1; Jodie V. Johnson2; 1Dynamac Corporation, 
Kennedy Space Center, FL; 2University of Florida, 
Gainsville, FL; 4University of Florida, Gainesville, FL 
TPG 122 ESI-MS Characterization of Hydrolytic Lignin, a 
Precursor of Humic Acids; Kate Stuttaford1; John Carey2; 
Mehran Alaee2; 1Department of Chemistry, University of 
Guelph, Guelph, Ontario; 2National Water Research 
Institute, Burlington, Ontario 
TPG 123 Analysis of Volatile Organic Compounds in Drinking 
Water by USEPA Method 524; Patrick J. O'Brien; 
Thermo Electron Corporation, Somerset, NJ 
TPG 124 Investigation of the Behaviour of 
Hexabromocyclododecane under Negative ESI and 
APCI LC/MS/MS Conditions; Gordia MacInnis1; Gregg 
Tomy2; Wes Budakowski2; Chris Marvin1; Mehran Alaee1; 
1National Water Research Institute, Environment Canada, 
Burlington, Ontario; 2Department of Fisheries and 
Oceans, Freshwater Institute, Winnipeg, Manitoba 
TPG 125 Application of a Bioanalytical Method Validation 
Approach to the Quantitation of Perfluorooctanoic 
Acid in Human Serum; David J. Anderson1; Kimberly L. 
Norwood1; Stephen Lowes1; Mary A. Kaiser2; Barbara S. 
Larsen2; 1Advion BioSciences, Inc., Ithaca, NY; 2Dupont 
Experimental Station, Wilmington, DE 
TPG 126 Identification of Compounds in South African Stream 
Samples Using Ion Composition Elucidation (ICE); 
Andrew H. Grange1; Papo M. Thomas2; Solomon 
Mathebula2; G. Wayne Sovocool1; 1Environmental 
Sciences Division, U.S. EPA, Las Vegas, NV; 2Dept. of 
Water Affairs and Forestry, Institute for Water Quality, 
Pretoria, South Africa 
TPG 127 Investigation of Anionic and Nonionic 
Fluorosurfactants by Liquid Chromatography-Mass 
Spectrometry; Bogdan Szostek; Janet C. Maslanka; 
Vladimir Capka; DuPont Haskell Laboratory for Health 
and Environmental Sciences, Newark, DE 
TPG 128 Analytical methods and Quality Assurance Criteria for 
LC/ES/MS Determination of PFOS in Fish Tissue, 
Blood Serum, and Bile; Douglas W. Kuehl; U.S. 
Environmental Protection Agency, Duluth, MN 
TPG 129 Quantitative Detemination of Fluorotelomer Sulfonates 
in a Groundwater System; Melissa M. Schultz; Douglas 
F. Barofsky; Jennifer A. Field; Oregon State University, 
Corvallis, OR 
TPG 130 Membrane Introduction Mass Spectrometry (MIMS) as 
a Real-Time Monitor for Organic Contaminant 
Destruction by Advanced Photo-Oxidation Processes 
(AOP); Janet H. L. Nelson; Duane A. Friesen; Erik T. 
Krogh; Chris G. Gill; Malaspina University College, 
Nanaimo, BC, Canada 
TPG 131 Mass Spectrometric Characterization of Two 
Lipopeptide Biosurfactants, Putisolvin I and II, Which 
Inhibit; Russell Pickford1; Irene Kuiper2; Ellen L 
Lagendijk2; Jeremy Derrick3; Guido V Bloemberg2; Jane E 
Thomas-Oates1; 1University of York, York, UK; 2University 
of Leiden, Leiden, Netherlands; 3UMIST, Manchester, UK 
TPG 132 GC/MS Identification of Drinking Water Disinfection 
By-products From Milwaukees New Ozonation Plants; 
Alfred D. Thruston, Jr. 1; Susan D. Richardson1; Lon A. 
Couillard2; Carrie Lewis2; Pat Klappa2; 1U.S. 
Environmental Protection Agency, National Exposure 
Research Lab., Athens, GA; 2Milwaukee Water Works, 
Milwaukee, WI 
TPG 133 A Novel Time-of-Flight MS for Rapid Quantitation of 
Persistent Organic Pollutants in Environmental 
Matrices; Matt Lasater1; Lin Lu2; Jonathan Hughes2; 
Meredith Conoley1; 1Thermo Electron, Austin, TX; 
2Thermo Finnigan, Austin, TX; 3Thermo Hypersil 
Keystone, Runcorn, UK; 4Thermo Electron, Runcorn, UK 
TPG 134 De Novo Identification of Trace-Level Polar 
Compounds in Water by Electrospray Ionization (ESI) 
High-Field Asymmetric Waveform Ion Mobility 
Spectrometry (FAIMS) on a Q-Star Time-of-Flight 
Mass Spectrometer; Wojciech Gabryelski; Kenneth L 
Froese; Steve E Hrudey; Department of Public Sciences, 
University of Alberta, Edmomton, Canada 
TPG 135 SPME/Cryotrap-GC/MS for Analysis of MTBE, ETBE 
and TAME in Water; Maw-Rong Lee; Chi-Chi Chou; 
He-Hsuan Hsiao; National Chung-Hsing University, 
Taichung, Taiwan, R. O. C. 
TPG 136 Quantitation of Anionic Surfactants by Flow-Injection 
Electrospray Mass Spectrometry (FIA-ESI-MS); Maria 
Cristina A. Dancel1; Jewel Racquel S. Unson2; Fabian M. 
Dayrit3; 1Chemistry Department, University of Florida, 
Gainesville, FL; 2Department of Chemistry, Ateneo de 
Manila University, Quezon City, Philippines; 3National 
Chemistry Instrumentation Center, Ateneo de Manila 
University, Quezon City, Philippines 
TPG 137  
TPG 138 Analysis of Polychloroalkanes in Environmental 
Samples by Metastable Atom Bombardment (MAB) 
High-Resolution Mass Spectrometry; Serge Moore1; 
Louis Vromet1; Bernard Rondeau2; 1Centre d'Expertise en 
Analyse Environnementale, Environment Quebec, Laval, 
Quebec, Canada; 2Centre St-Laurent, Environment 
Canada, Montreal, Quebec, Canada 
TPG 139 Low-Level Determination of Perchlorate in Drinking 
Water Using Ion Chromatograhy Mass Spectrometry; 
Elizabeth J. Hedrick1; Rosanne Slingsby2; David Munch1; 
Daniel Hautman1; 1U.S. Environmental Protection Agency, 
Cincinnati, OH; 2Dionex Corporation, Sunnyvale, CA 
TPG 140 Sonic Spray Ionization (SSI) in LC-MS Analysis of 
Endocrine Disruptors in the Environment; Tom 
Benijts1; Wolfgang Guenther2; Willy Lambert1; Andre De 
Leenheer1; 1Laboratory of Toxicology, Ghent University, 
Gent, Belgium; 2Merck KGaA, Darmstadt, Germany 
TPG 141 GC-MS Comparison of the Behavior of Chlorine and 
Sodium Hypochlorite Towards Organic Matter 
Dissolved in Water; Albert T. Lebedev; Gulnara M. 
Shaydullina; Natalia A. Sinikova; Nina V. Harchevnikova; 
Moscow State University, Moscow, Russia 
TPG 142 GC and LC Chromatographic, and EI, CE, +/- CI and 
ES MS and MS/MS Spectra of Salts and Amides of 
Perfluorooctanesulfonic Acid; Boris Rozynov1; Douglas 
Kuehl2; 1Aspen Research, White Bear Lake, MN; 2U.S. 
Environmental Protection Agency, Duluth, MN 
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TPG 143 Determination of the Insecticide Imidacloprid and its 
Degradation Products in Groundwater by LC-MS/MS; 
Francois Houde1; Carole Veillette1; Christian Deblois1; 
Isabelle Giroux2; 1Centre d'Expertise en Analyse 
Environnementale du Quebec, Quebec, Canada; 2Ministere 
de l'Environnement du Quebec, Quebec, Canada 
FTMS 
TPH 144 Isolation of Multiple Charge Studies of Proteins for 
Improved MS/MS Performance using IRMPD and 
FTMS; Charley C. Langley; Petr Novak; Gary H. Kruppa; 
Richard Behrens; Sandia National Laboratory, Livermore, 
CA 
TPH 145 Overcoming Limitation of Analog-to-Digital-Converter 
(ADC) to Extend Low Mass Range of FT-ICR Mass 
Spectrometers; Paul L. Tremblay; Timothy R. McJunkin; 
Jill R. Scott; Idaho National Engineering and 
Environmental Laboratory (INEEL), Idaho Falls, ID 
TPH 146 Site Specific Electron Capture: Thioether Bridges in 
Lantibiotics and Zn2+-binding in the Protein Colicin E9 
Dnase; Anne J. Kleinnijenhuis1; Marc C. Duursma1; Albert 
J.R. Heck2; Ron M.A. Heeren1; 1FOM-AMOLF, 
Amsterdam, The Netherlands; 2Utrecht University, 
Utrecht, The Netherlands 
TPH 147 Broadband Phase Correction of FT-ICR MS Spectra 
via Simultaneous Excitation and Detection; Steve C. 
Beu1; Christopher L. Hendrickson2; John P. Quinn2; Greg 
T. Blakney2; Alan G. Marshall2; 1S. C. Beu Consulting, 
Austin, TX; 2National High Magnetic Field Laboratory, 
Tallahassee, FL 
TPH 148 Enhanced Gated Trapping of High Mass In-Cell-
MALDI Generated Ions for the FTICR Mass 
Spectrometry; Sven Burmester; Karl P. Wanczek; Inorg. 
& Phys. Chemistry, University of Bremen, Bremen, 
Germany 
TPH 149 The Advantages and Challenges of MALDI Cryogenic 
FTICRMS; Peter B. O'Connor; Boston University School 
of Medicine, Boston, MA 
TPH 150 Ion Threshing: Collisionally-Activated Dissociation in 
an External Octopole Ion Trap by Oscillation of an 
Axial Electric Potential Gradient; Melinda A. 
McFarland1; Christopher L. Hendrickson2; Alan G. 
Marshall2; 1Department of Chemistry and Biochemistry, 
Florida State University, Tallahassee, FL; 2National High 
Magnetic Field Laboratory, Tallahassee, FL 
TPH 151 Surface-Induced Dissociation of MALDI Ions in FT-
ICR MS; John J Hache; Jean H Futrell; Julia Laskin; 
Pacific Northwest National Laboratory, Richland, WA 
TPH 152 Screened Miniature Cylindrical ICR-Cells : Computer 
Simulations and Experimental Investigations; Frank 
Luebkemann; Karl-Peter Wanczek; Institute of Inorganic 
& Physical Chemistr, University of Bremen, Bremen, 
Germany 
TPH 153 Tcl Automation of the MIDAS Data Acquisition System 
for Data-dependent Electron Capture Dissociation; 
Mitchell L. Meade; Michael A. Freitas; The Ohio State 
University, Columbus, OH 
TPH 154 Multipole-Storage Assisted Dissociation for the 
Characterization of Intact Proteins; Chongle Pan1; 
Robert Hettich2; 1Genome Science and Technology 
Graduate School, University of Tennessee, Knoxville, TN; 
2Chemical Sciences Division, Oak Ridge National 
Laboratory, Oak Ridge, TN 
TPH 155 A Modular Data and Control System to Improve 
Sensitivity, Selectivity, Speed of Analysis, Ease of Use, 
and Transient Duration in an External Source FTICR-
MS; Todd H. Mize; Marc Duursma; Marco Seynan; Marco 
Konijnenburg; Dirk-Jan Spaanderman; Ionna Taban; Ron 
M. A. Heeren; FOM-AMOLF, Amsterdam, Netherlands 
TPH 156 SORI-ECD: Looking at the Ways to Improve Electron 
Capture Dissociation Efficiency; Michael V. Gorshkov1; 
Christophe D. Masselon2; Eugene N. Nikolaev1; Harold R. 
Udseth2; Ljiljana Pasa-Tolic2; Richard D. Smith2; 1IEPCP, 
Russian Academy of Sciences, Moscow, Russia; 2EMSL, 
Pacific Northwest National Laboratory, Richland, WA 
INSTRUMENTATION: ION SOURCES (ESI & APP) 
TPI 157 Proton Transfer Reaction Mass Spectrometry - PTR-
ITMS; Peter Prazeller1; Michael L. Alexander1; Bertram T. 
Jobson1; Elena Boscaini2; Peter T. Palmer3; 1Institute for 
Ion Physics, University of Innsbruck, Innsbruck, Austria; 
2Pacific Northwest National Laboratory, Richland, WA; 
3Dept. of Chemistry and Biochemistry, San Francisco State 
University, San Francisco, CA 
TPI 158 Simultaneous Quantitation and Identification using 
MRM Triggered MS/MS Experiments on a Hybrid 
Triple-Quadrupole/Linear Ion Trap with 
Photoionization; Fiona Anthes; Mauro Aiello; Yves 
LeBlanc; Jean-Francois Alary; Appliedbiosystem/MDS 
SCIEX, Concord, Canada 
TPI 159 Development of Cold-Spray Ion Source for LC-
TOFMS; Jun Tamura1; Tatsuji Kobayashi1; Tetsuichiro 
Morita1; Yutaka Takahashi1; Junichi Osuga1; Kiyotaka 
Konuma1; Kazuko Tanaka1; Yoshihisa Ueda1; Kentaro 
Yamaguchi2; 1JEOL Ltd., Tokyo, Japan; 2Chiba 
University, Chiba, Japan 
TPI 160 Charge Reduction Electrospray Mass Spectrometry of 
Protein Cations with Corona Discharge Generated 
Anions; Brian L. Frey; Michael S. Westphall; Lloyd M. 
Smith; University of Wisconsin, Madison, WI 
TPI 161 Improved Signal Intensity and Signal-to-Noise Ratio in 
ESI MS by Means of the Wetted Spray Mode; 
Guenter Klesper1; Gregor Fusshoeller2; Heike Klesper2; 
Franz Wilhelm Röllgen1; 1Institute of Physical Chemistry, 
University of Bonn, Bonn, Germany; 2CARBOTEC GmbH, 
Bergisch Gladbach, Germany 
TPI 162 Atmospheric Ion Sampling Signal-to-Noise Ratio 
Improvement at High LC Flow Rates; Charles Jolliffe; 
Saad Khbeis; Dragan Vuckovic; IONICS Mass 
Spectrometry Group Inc., Concord, Canada 
TPI 163  
TPI 164 Characterization and Optimization of an Atmospheric 
Pressure Photoionization (APPI) Interface for Routine 
Use in Drug Discovery and Development; Nadège 
Hélias; Steve Cepa; Abbott Laboratories, Abbott Park, IL 
TPI 165 Performance Evaluations of a Q-TOF UltimaTM with 
the Addition of an Electrodynamic Ion Funnel; Harold 
R Udseth1; Keqi Tang1; Richard D Smith1; Kevin Giles2; 
John Hoyes2; Robert Bateman2; 1Pacific Northwest 
National Laboratory, Richland, WA; 2Micromass UK Ltd, 
Manchester, UK 
TPI 166 Atmospheric Pressure Photoionization Mass 
Spectrometry: High Throughput Applications; Terri L. 
Quenzer; Ben Bolanos; Brandi Cooper; Michael J. Greig; 
Jessica M. R. Bylund; Catherine Pham; Pfizer Global R&D 
- La Jolla, San Diego, CA 
TPI 167 Generating Electrospray from an Optical Fiber Coated 
with Gold Nanoparticles and A Tungsten Fiber Coated 
with Nanowires; Jingyueh Jeng; Jentaie Shiea; National 
Sun Yat-Sen University, Kaohsiung, Taiwan 
TPI 168 Nanomolar Detection of Phosphorylated Peptides by 
Neutral Loss and Precursor Ion Scanning Linear Ion 
Trap with an Atmospheric Pressure Charged Particle 
Discrimination (APCPD) Interface; Charles C. Liu; 
Thomas Covey; Lorne Fell; Feng Zhong; Bradley 
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Schneider; Applied Biosystems/MDS SCIEX, Concord, 
Ontario, Canada 
TPI 169 Direct Link Between Current Oscillations and Taylor 
Cone Instabilities in Electrospray; Lida Parvin; Linda 
Heffernan; Ioan Marginean; Akos Vertes; George 
Washington University, Washington, DC 
TPI 170 LC-MS Investigation of Atmospheric Pressure 
Photoionization Versus Electrospray Ionization and 
Atmospheric Pressure Chemical Ionization using 
Eleven Test Compounds; David E. McKenzie; Lisa L. 
McDermott; Pharmacia, St. Louis, MO 
TPJ 171 Two and Three Laser Ion Trap Mass Spectrometry; 
August A. Specht; Micheal W. Blades; University of 
British Columbia, Vancouver, Canada 
INSTRUMENTATION: NEW CONCEPTS 
TPJ 172 A New Concept for Sample Introduction in 
Bioanalytical LC-MS; Martijn J Hilhorst1; Jaap Wieling2; 
Bert Ooms1; 1Spark Holland BV, Emmen, The Netherlands; 
2Xendo Laboratories, Groningen, The Netherlands 
TPJ 173 Theory and Simulations of Resonance Excitation of Ion 
Vibrations in Non-Linear and Pure Quadrupole Ion 
Traps; Michael Soudakov; Sumio Kumashiro; Shimadzu 
Research Laboratory Ltd., Manchester, UK 
TPJ 174 Implementation and Benefits of Universal Collision 
Energy (CE) on an Hybrid Quadrupole Linear Ion 
Trap; Nadia Pace; Tanya Gamble; J.C. Yves Le Blanc; 
Nic Bloomfield; Applied Biosystems|MDS Sciex, Concord, 
Canada 
TPJ 175 The New Approach for Selection of Ions Having 
Different Charge States in RF Multipole Ion Traps: 
Theory and Experimental Verification; Aleksey V. 
Tolmachev; Andrey N. Vilkov; Ljiljana Pasa-Tolic; Keqi 
Tang; Harold R. Udseth; Richard D. Smith; Pacific 
Northwest National Laboratory, Richland, WA 
TPJ 176 Mass Spectrometry with Supersonic Molecular Beams 
 GC-MS and LC-MS; Aviv Amirav; Alexander B. 
Fialkov; Alexander Gordin; Ori Granot; Tel Aviv 
University, Tel Aviv, Israel 
TPJ 177 Infrared Multiphoton Dissociation with a Hollow Fiber 
Waveguide; James C Hannis; Jared J Drader; Steven A 
Hofstadler; Ibis Therapeutics--A Div of ISIS 
Pharmaceuticals, Carlsbad, CA 
TPJ 178 Multiple Quadrupole 2D Trap Time-Of-Flight Mass 
Spectrometer; Craig M. Whitehouse; Vsevelod Rakov; 
Gholamreza Javahery; Lisa M. Cousins; David Welkie; Ilia 
Tomski; Analytica of Branford Inc., Branford, CT 
TPJ 179 Application of Orthogonal MALDI for Quantitation of 
Small Molecules using a Triple Quadrupole Mass 
Spectrometer; Peter Kovarik; Jay J. Corr; Thomas R. 
Covey; MDS SCIEX, Concord, Canada 
TPJ 180 Automated Orthogonal ESI Control System for 
Variable Flow Rate LC/MS; Mike S. Lee1; Gary A. 
Valaskovic2; James P. Murphy2; 1Milestone Development, 
Newtown, PA; 2Milestone Development Services Inc, 
Newtown, PA; 3New Objective Inc, Woburn, MA 
TPJ 181 New Active Splitting Device: an Innovative Approach 
for Normal Phase Liquid Chromatography - Mass 
Spectrometry; Franck Himbert1; Patrick Chaimbault1; 
Patrick Favetta1; Claire Elfakir1; Michel Dreux2; Michel 
Lafosse1; 1ICOA, Orléans, France; 2SEDERE, Alfortville, 
France 
TPJ 183 Charge State Discrimination by Means of Ion Storage 
at Intermediate Pressures; Jason L Wildgoose; John B 
Hoyes; Robert H Bateman; Anthony J Gilbert; Waters 
Corporation, Manchester, UK 
TPJ 184 An Ion Trap with Rectilinear Geometry; Zheng Ouyang; 
Guangxiang Wu; Hongyan Li; Huanwen Chen; Jason R. 
Green; R. Graham Cooks; Department of Chemistry, 
Purdue University, West Lafayette, IN 
TPJ 185 Rapid and Cost-Effective Prototyping of Plastic 
Microfabricated Devices for Mass Spectrometry; Justin 
S Mecomber1; Patrick A Limbach1; 1University of 
Cincinnati, Cincinnati, OH; 2University of Cincinnati, 
Cincinnati, OH 
TPJ 186 Analytical Performances of a Novel Digital Ion Trap 
(DIT) Mass Spectrometer Equipped with an 
Electrospray Source; Francesco Brancia; Li Ding; 
Michael Sudakov; Sumio Kumashiro; Shimadzu Research 
Laboratory, Manchester, UK 
TPJ 187 Dynamic Well in Purely Electrostatic Periodic Systems; 
Anatoli Verentchikov; Institute for Analytical 
Instrumentation, St. Petersburg, Russia 
TPJ 188 Simultaneous MS/MS - All the products of all the 
precursors all the time; Christie G Enke; University of 
New Mexico, Albuquerque, NM 
TPJ 189 A LC-MS Orthogonal TOF (Time of Flight) Mass 
Spectrometer with Increased Transmission, Resolution, 
and Dynamic Range; Kevin Howes; Jason Wildgoose; 
Martin Green; Mike McCullagh; Waters Corporation, 
Micromass UK Ltd, Manchester, United Kingdom 
ION STRUCTURES: ENERGETICS 
TPK 190 Experimental and Theoretical Studies of the 
Fragmentation of an Adenine-Steroid Adduct; Daryl 
Giblin; Harald Koefeler; Zhi Yang; Michael L. Gross; 
Washington University, St. Louis, MO 
TPK 191 An Experimental and Theoretical Study of Radical 
Cationic Tripeptides Generated by Copper  Ligand 
Complexes; Ivan K. Chu1; Corey N.W. Lam1; Jenny C.Y. 
Chan1; Christopher F. Rodriguez Rodriguez2; 1The 
University of Hong Kong, Hong Kong (SAR) China, China; 
2McNeese State University, Lake Charles, LA 
TPK 192 IR Photofragment Spectroscopy with Fourier 
Transform Mass Spectrometry: A New Method for 
Characterization of Gaseous Ion Conformations; Cheng 
Lin; HanBin Oh; Harold Hwang; Barry K. Carpenter; Fred 
W. McLafferty; Cornell University, Ithaca, NY 
TPK 193 Chiral Ammonium Ion Recognition by Tris(oxazoline) 
Receptor in the Gas Phase: The CID Curve-Shift 
Method for the Relative Binding Energy Measurement; 
Jun-Ho Jeon1; Chi-Hu Park2; Kyo-Han Ahn1; Yoon-Seok 
Chang2; Byung-Hoon Kim2; Seung-Koo Shin1; 1Dept. 
Chemistry, POSTECH, Pohang, Korea; 2School of 
Environmental Science and Engineering, POSTECH, 
Pohang, Korea 
TPK 194 The Stabilization of Gas-Phase Zwitterions by 
Cyclodextrins; Xin Cong; Michele Stone; Seonghee Ahn; 
Carlito B. Lebrilla; Department of Chemistry, University of 
California, Davis, CA 
TPK 195 Dynamics of n+/n- Ion/Ion Reactions in a Quadrupole 
Ion Trap Mass Spectrometer; Paul A. Chrisman1; J. 
Mitchell Wells2; Scott A. McLuckey1; 1Department of 
Chemistry, Purdue University, West Lafayette, IN; 2Griffin 
Analytical, West Lafayette, IN 
TPK 196 Isolation and Characterization of a Dimeric Degradate 
of a Novel Insulin Sensitizer Using LC/MS; Michael H. 
Wang; Henry Wu; Xue-Zhi Qin; Tsang-Lin Hwang; Merck 
& Co., Inc., West Point, PA 
TPK 197 FRET Measurements of Trapped Oligonucleotide 
Anions; Allison S Danell; Joel H Parks; Rowland Institute 
at Harvard, Cambridge, MA 
TPK 198 Cationized Amino Acid and Amino Acid Heterodimer 
Structures by ab initio Calculations and Experimental 
Validation; Sophie Rochut1; Claude Pepe1; Jean-Paul 
Paumard1; Jean-Claude Tabet2; 1LADIR, UMR 7075 
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Université Pierre et Marie Curie, Paris, France; 2LCSOB, 
UMR 7613 Université Pierre et Maris Curie, Paris, France 
TPK 199 Binding Energy of Water to Cationized Amino Acids: 
Formation of Gas-Phase Zwitterions; Andrew S. 
Lemoff1; Matthew F. Bush2; Evan R. Williams1; 
1University of California, Berkeley, CA; 2Carleton College, 
Northfield, MN 
TPK 200 Collision Induced Dissociation Studies of Alkali Metal 
Adducts of Tetracyclines and Antiviral Agents by 
Electrospray Ionization, Gas Phase H/D Exchange and 
Multiple Stage Mass Spectrometry; Amin, M Kamel1; 
Burnaby Munson2; 1Pfizer Global Research and 
Development, Groton, CT; 2Dept. of Chem. and Biochem. 
University of Delaware, Newark, DE 
TPK 201 An Experimental Investigation of the Internal Energy 
of Neutral Val-Pro Desorbed via Laser-induced 
Acoustic Desorption in a Fourier-transform Ion 
Cyclotron Resonance Mass Spectrometer (LIAD FT-
ICR); Ryan C Shea; Christopher J Petzold; Hilkka I 
Kenttamaa; Purdue University, West Lafayette, IN 
TPK 202 Thermodynamics and Structure of the Proton-Bound 
Clusters of Glycine in Gas Phase; Serguei A. Raspopov; 
Terry B. McMahon; University of Waterloo, Department of 
Chemistry, Waterloo, Ontario, Canada 
TPK 203 Determination of Amino Acids and Modified Amino 
Acids Acidity Values Using the Kinetic Method by 
ESI/ITMS; Sakina Mezzache; Carlos Afonso; Philippe 
Karoyan; Françoise Fournier; Jean-Claude Tabet; 
Laboratoire de Chimie Structurale Organique et 
Biologique, Paris VI, Paris, France 
TPK 204 Structure Identification of the Degradation Products by 
LC/MS; Nona Khaselev; Brent Kleintop; Gerald 
DiDonato; Bristol-Myers Squibb, New Brunswick, NJ 
TPK 205 Relative Binding Energies of Histidine, Arginine, and 
Lysine-Containing Peptides to Metalloporphyrins: A 
CID Experiment; Emily E. Jellen; Victor Ryzhov; 
Northern Illinois University, DeKalb, IL 
TPK 206 Cluster Formation and Fragmentation of Medium-sized 
Peptides Observed by Multiphoton Ionizationen; Osama 
Abd El Rahman; Juergen Grotemeyer; Institute for 
Physical Chemistry, University Kiel, Kiel, Germany 
TPK 207 Determination of the Gas-Phase Activation Energy for 
the Unimolecular Dissociation of a Non-Covalent 
Complex by infrared Multiphoton Dissociation Tandem 
Fourier Transform Ion Cyclotron Resonance Mass 
Spectrometry; Mathias Schäfer1; Carsten Schmuck2; 
Martin Heil2; Helen J. Cooper3; Christopher L. 
Hendrickson3; Michael J. Chalmers3; Alan G. Marshall3; 
1Institute for Organic Chemistry, University Cologne, 
Cologne, Germany; 2Institute for Organic Chemistry, 
University Warrzburg, Warrzburg, Germany; 3ICR 
Program, NHMFL, Florida State University, Tallahassee, 
FL 
TPK 208 Peptide Radicals Derived from Monolithiated and 
Dilithiated Gly-Phe and Phe-Gly; Francesco Pingitore; 
Chrys Wesdemiotis; University of Akron, Akron, OH 
TPK 209 The Performance of HF, MP2 and B3-LYP on the 
Proton and Electron Affinities of Semiquinone Flavins; 
Richard A Ochran; Douglas P Ridge; University of 
Delaware, Newark, DE 
TPK 210 The Acidity of Adenine and Adenine Derivatives and 
Biological Implications: A Computational and 
Experimental Gas Phase Study; Jeehiun K. Lee; Seema 
Sharma; Rutgers University, Piscataway, NJ 
LIPIDS: BIOCHEMISTRY AND STEROIDS 
TPL 212 Stereoisomeric Effects in EI and CI Mass Spectra of 12-
Hydroxy-Steroid Derivatives; Vladimir G. Zaikin; 
Roman S. Borisov; Topchiev Institute of Petrochemical 
Synthesis, RAS, Moscow, Russia 
TPL 213 Mechanisms of Intracellular Stabilization of 
Leukotriene A4; Jennifer S Dickinson; Dennis R Voelker; 
Robert C Murphy; National Jewish Medical and Research 
Center, Denver, CO 
TPL 214 Adduction od RNA by Leukotriene A4; Jessica L Krank1; 
Robert C Murphy2; 1University of Colorado Health 
Sciences Center, Denver, Colorado; 2National Jewish 
Medical and Research Center, Denver, CO 
TPL 215 Metabolic Conversions of DHEA and Related Steroids 
in Differentiating 3T3-L1 Adipocytes: a Liquid 
Chromatographic-Mass Spectrometric Study; Francisco 
E Gomez1; Ashok Marwah2; Padma Marwah2; Henry A 
Lardy2; James M Ntambi1; Brian G Fox1; 1Department of 
Biochemistry, Madison, WI; 2Institute for Enzyme 
Research, Madison, WI 
TPL 216 Ethanol-induced Alteration of Hippocampal 
Phospholipids by Liquid Chromatography-Mass 
Spectrometry: Effect of Chronic Ethanol Exposure; 
Zhiming Wen; Hee-Yong Kim; National Institutes of 
Health, Rockville, MD 
TPL 217 Mass Spectral Analysis of Biologically Active Ozonized 
Cholesterol Products; Melissa K. Pulfer; Robert C. 
Murphy; National Jewish Research Center, Denver, CO 
TPL 218 Investigating the Randomness of Triglyceride 
Biosynthesis using LC-MS and GC-MS; Michael 
Malone; Joseph Alper; Jason J. Evans; University of 
Massachusetts, Boston, MA 
TPL 219 Characterization of Acyl-Coenzyme A Species by 
Electrospray Ionization Tandem Mass Spectrometry 
(ESI-MS/MS); Chris A. Haynes; M. Cameron Sullards; 
Alfred H. Merrill, Jr; Georgia Institute of Technology, 
Atlanta, GA 
TPL 220 Analysis of Acyl-CoAs Using HPLC and Negative Ion 
Electrospray Mass Spectrometry; Seppo Auriola; Ingo 
Loitz; Joanna Itziak; Timo Mauriala; Karl-Heinz Herzig; 
University of Kuopio, Kuopio, Finland 
TPL 221 Characterization of the Lipid Content in Peripheral 
Nerve Tissue from Rats Exposed to Dichloroacete; 
Timothy J Garrett1; Xu Guo2; Peter W Stacpoole2; Richard 
A Yost1; 1Department of Chemistry: University of Florida, 
Gainesville, FL; 2Department of Medicine: University of 
Florida, Gainesville, FL 
TPL 222 Measurement of Neurosteroid Levels in Fetal Alcohol 
Syndrome by GC-Negative Ion CI MS; Yan Wu1; Jerri 
do Carmo Caldeira2; Robert H. Purdy3; C. Fernando 
Valenzuela2; John R. Engen1; 1Dept. of Chemistry, 
University of New Mexico, Albuquerque, NM; 2Dept. of 
Neurosciences, School of Medicine, University of New 
Mexico, Albuquerque, NM; 3Dept. of Neuropharmacology, 
The Scripps Research Institute, San Diego, CA 
TPL 223 Evidence for LPAATβ Transacylase Activity on a 
Quadrupole Time-of-Flight Mass Spectrometer; Jessica 
F Freiberg; David Hollenback; Anil Kumar; Scott A 
Shaffer; Cell Therapeutics, Inc., Seattle, WA 
TPL 224 Characterization of 2′-Deoxyguanosine Adducts 
Derived from Decomposition Products of 5(S)-
Hydroperoxyeicosatetraenoic acid; Wenying Jian; Seon 
Hwa Lee; Ian A. Blair; Center for Cancer Pharmacology, 
University of Pennsylvania, Philadelphia, PA 
TPL 225 A Fully Automated HPLC/API-MS/MS Triple 
Quadrupole Method for the Analysis of Malonyl 
CoenzymeA in BacV Acetyl-CoA Carboxylase 2 Buffer; 
Bhasha Desai; John E. Hughes; Kathleen I. MacKenzi; 
GlaxoSmithKline, Research Triangle Park, NC 
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MALDI: MS/MS 
TPM 226 MALD/I TOF PSD and CID: Improvements in 
Precision, Resolution and Mass Accuracy; Andrew J. 
Hoteling1; Kevin G. Owens2; 1Eastman Kodak Company, 
Rochester, NY; 2Drexel University, Philadelphia, PA 
TPM 227 Analysis of Capillary Reversed-phase HPLC 
Separations of 1D Gel Digests by MALDI MS/MS; 
Daniel B. Wall1; Jeffrey W. Finch1; Scott J. Berger1; 
Steven A. Cohen1; Richard Tyldesley2; Jeffery Brown2; 
Matthew Willetts2; 1Waters Corporation, Milford, MA; 
2Waters Corporation, Manchester, U.K. 
TPM 228 Using AP MALDI for Phosphpeptide Mining on an 
LCQ Deca XP+ Ion Trap Mass Spectrometer; Scott M. 
Peterman; Joseph J. Mulholland; Thermo Electron, 
Somerset, NJ 
TPM 229 Infrared Laser Isolation: A Novel Method for Ion 
Isolation in FT-ICR-MS; Katherine M Schubothe; 
Yongming Xie; Carlito B Lebrilla; University of 
California, Davis, CA 
TPM 230 AP MALDI-MSn for Rapid Characterization of Cyclic 
Lipopetides; Eric Schulz1; Ute Bahr1; Michael Karas1; 
Torsten Stein2; 1Institute of Pharmaceutical Chemistry, 
J.W. Goethe-University, Frankfurt, Germany; 2Institute of 
Microbiology, J.W. Goethe-University, Frankfurt, 
Germany 
TPM 231 High-Energy CID Using MALDI-TOF/TOF as a Tool 
for Structural Analysis of Various Compounds; Marcus 
Macht1; Anja Resemann2; Jackie Jarvis3; Sören Deininger1; 
Detlev Suckau2; Matthias Witt2; Burkhard Auchter4; 
Michael Rädler4; Helmut Fischer4; Volker Sauerland2; 
1Bruker Daltonik GmbH, Leipzig, Germany; 2Bruker 
Daltonik GmbH, Bremen, Germany; 3Bruker Daltonics 
Ltd, Coventry, Great Britain; 4University of Konstanz, 
Konstanz, Germany 
TPM 232 MALDI-Tandem Time-of-flight Mass Spectrometry, a 
Means for Direct Identification of Biomarkers in 
Complex Matrices; Dieter R. Mueller; Markus Stoeckli; 
Angelique Augustin; Hans Voshol; Urs Wirth; Jan van 
Oostrum; Novartis Pharma AG, Basel, Switzerland 
TPM 233 Sulfonation Enhances and Simplifies Protein 
Identification by MALDI-MS/MS; Keding Cheng; 
Xiaobo Meng; Natalia Bykova; Oleg Krokhin; Kevin 
Coombs; Werner Ens; Kenneth Standing; John Wilkins; 
Manitoba Center for Proteomics, Winnipeg, Manitoba, 
Canada 
TPM 234 The Effects of MALDI Matrix and CID Gas on the 
Fragmentation Efficiencies of Peptides and Proteins up 
to ~12,000 Da in a MALDI TOF/TOF Mass 
Spectrometer; Angela K. Walker; Philip C. Andrews; 
University of Michigan, Ann Arbor, MI 
TPM 235 Investigating Rat Retinal Proteins using a MALDI TOF 
MS and MALDI QIT TOF MS; Rachel L Martin1; 
Susanna Wallenborg2; Hiroyuki Matsumoto3; 1Shimadzu 
Biotech, Manchester, UK; 2Gyros, Uppsala, Sweden; 
3University of Oklahoma Health Sciences Center, OK 
TPM 236 Application of MALDI-MS/MS Imaging Software for 
Small Molecule Profiling in Tissue Samples; Jane Y. 
Zhao; Min Yang; Julie Wingate; George Scott; Applied 
Biosystems / MDS SCIEX, Concord, Ontario 
TPM 237 The Fragmentation of Ethoxylated Surfactants by AP-
MALDI-QIT; Scott D. Hanton1; David M. Parees1; Jerry 
Zweigenbaum2; 1Air Products and Chemicals, Inc., 
Allentown, PA; 2Agilent Technologies, Wilmington, DE 
TPM 238 Performance of MALDI/MS/MS for Small Molecule 
Quantitation; Jason S Gobey1; Mark J Cole1; John 
Janiszewski1; Jay J Corr2; Tung K Chau2; Peter Kovarik2; 
Thomas R Covey2; 1Pfizer Global Research & 
Development, Groton, CT; 2MDS Sciex, Concord, Ontario, 
Canada 
TPM 239 Intact Protein Analysis by MALDI Tandem Time-of-
flight Mass Spectrometry; Melanie Lin1; Jennifer M. 
Campbell1; Dieter R. Mueller2; Urs Wirth2; 1Functional 
Genomics, Novartis Pharma AG, Basel, Switzerland; 
2Applied Biosystems, Framingham, MA 
TPM 240 The Application of MALDI/MS/MS to the Qualitative 
Determination of Isocyante Derivatives; Karen E. 
Warburton1; Michael J. Ford1; Malcolm R. Clench1; 
Duncan Rimmer2; John White2; 1Sheffield Hallam 
University, Shefield, UK; 2Health and Safety Executive, 
Sheffield, UK; 3Health and Safety Laboratory, Sheffield, 
UK 
TPM 241 MALDI Seamless PSD and MS/MS (High and Low 
Energy CID) of Human Phospholipids and 
Triacylglycerols; Gerald Stuebiger1; Ernst Pittenauer2; 
Dietmar Waidelich3; Emmanuel Raptakis4; Guenter 
Allmaier1; 1Inst. of Chemical Technol. & Analysis, Vienna 
University of Technology, Vienna, Austria; 2Federal Office 
and Research Center of Agriculture, Vienna, Austria; 
3Austrian Agency for Health and Food Safety, Vienna, 
Austria; 4Austrian Agency for Food and Health Safety, 
Vienna, Austria; 5Applied Biosystems, Darmstadt, 
Germany; 6Shimadzu Biotech-Kratos Analytical, 
Manchester, UK 
MALDI: SAMPLE PREPARATION 
TPN 242 Unique Robotic Matrix Spotter for MALDI Imaging; 
Hans-Rudolf Aerni1; Annette R. Erskine1; Michelle L. 
Reyzer1; David Lee2; Dale S. Cornett1; Richard M. 
Caprioli1; 1Picoliter Inc., Sunnyvale, CA; 2Vanderbilt 
University, Nashville, TN 
TPN 243 Evaluation of Direct Transfer Elution, Centrifugal 
Elution and Vacuum Elution with Montage® In-Gel 
DigestZP Kit using PerkinElmer's MultiPROBE® II 
Proteomics Workstation; Libby Kellard1; Jennifer Van 
Dinther2; Jason Weber3; 1Millipore Corporation, Life 
Science Divison, Danvers, MA; 2PerkinElmer Life 
Sciences, Downers Grove, IL; 3Washington University, 
Divison of Molecular Oncology, St. Louis, MO 
TPN 244 PrepTips: A New Method for Cleaning and 
Concentrating Proteins and Other Biological Samples 
Prior to Mass Spectrometric Analysis; Jennifer R 
Krone1; David Miller1; Issa Isaac1; Mary Hurley1; Cecily 
Periana2; Mike Pisano3; Ron Sostek2; 1Genomic Solutions, 
Ann Arbor, MI; 2Harvard Apparatus, Holliston, MA; 3PRS, 
Ann Arbor, MI 
TPN 245 Identification of Fruit Ripening-Related Proteins by 
MALDI-MS Using a CD Microlaboratory; Christina M 
Bender2; Sajid Bashir1; Ebru Togan-Tekin2; Jocelyn K. C. 
Rose1; 1Cornell University, Ithaca, NY; 2Gyros US Inc., 
Monmouth Junction, NJ 
TPN 246 Comparison of the Desalting Methods for MALDI ToF 
MS Analysis of Oligonucleotides; Jeff Van Ness1; Lori 
Van Ness1; Kenneth J. Fountain2; Dominic Gostick2; 
Martin Gilar2; John C. Gebler2; 1Ionian Technology, 
Upland, CA; 2Waters Corp., Milford, MA 
TPN 247 Novel Protein Digestion Methodology and its 
Mechanistic Study; Jawon Seo; Kongjoo Lee; Center for 
Cell Signaling Center, Ewha Womans University, Seoul, 
Republic of Korea 
TPN 248 Anionic Adducts of Oligosaccharides by Matrix-
Assisted Laser Desorption/Ionization Time-of-Flight 
Mass Spectrometry; Yang Cai; Yanjie Jiang; Richard B. 
Cole; University of New Orleans, New Orleans, LA 
TPN 249 A Microfluidic Electrocapture Device in Protein 
Analysis by MALDI Mass Spectrometry; Juan Astorga-
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Wells; Hans Jörnvall; Tomas Bergman; Dept. of Medical 
Biochemistry and Biophysics, Karolinska Institutet, 
Stockholm, Sweden 
TPN 250 Direct Coupling of SPME to Mass Spectrometry via 
Matrix Assisted Laser Desorption and 
Electrospray/Nanospray; Markus Walles1; Hui Tong1; 
Bruce Thomson2; Sabatino Nacson3; Janusz Pawliszyn1; 
1University of Waterloo, Waterloo, Canada; 2MDS Sciex, 
Concord, Canada; 3Barringer, Missisauga, Canada 
TPN 251 A New Method for Low Concentration 
Oligonucleotides Analysis by MALDI-TOF; Xiyuan 
Sun; Yiding Liu; Baochuan Guo; Cleveland State 
University, Cleveland, OH 
TPN 252 Chromatographic Hollow Fibers; Mukta M. Shukla1; 
Ashok K. Shukla1; Eric D. Stover2; Andreas F. Huhmer3; 
1Glygen Corp., Columbia, MD; 2ThermoHypersil-
Keystone, Bellefonte, PA; 3ThermoFinnigan, San Jose, CA 
TPN 253 LC-MALDI: Increased Analytical Throughput Using a 
Parallel Separations Strategy; Carlton H. Paul; Tim 
Nadler; George Vella; Applied Biosystems, Framingham, 
Massachusetts 
TPN 254 ZipTip Concentration versus Thin Layer Affinity 
Preparation for Automated Protein Identification by 
MALDI-TOF MS; Armin Bosserhoff1; Christian Behn2; 
Thomas Ruppert1; 1Center of Molecular Biology / 
University Heidelberg, Heidelberg, Germany; 2Invatis AG, 
Cologne, Germany 
TPN 255 Effect of Esterification on the MALDI Response of 
Peptide Ions; Francesco L Brancia1; Paolo Lecchi2; 
1Shimadzu Research Laboratory, Manchester, UK; 
2George Washington University, Washington, DC 
TPN 256 Improving MALDI MS Analysis Using a Microfluidic 
Sample Preparation Platform; Susanne Wallenborg; 
Magnus Gustafsson; Bo Ek; Mats Holmqvist; Per 
Andersson; Gyros AB, Uppsala, Sweden 
TPN 257 The Method to Improve Sensitivity of MALDI TOF 
Detection of Diluted Peptide Solutions; Igor Smirnov; 
Xiangping Zhu; Todd Taylor; Yulin Huang; Philip Ross; 
Ioannis Papayanopoulos; Darryl Pappin; Applied 
Biosystems, Framingham, MA 
TPN 258 An Integrated System for Identifying Low Abundant 
Proteins from Gels; Anja Dedeo1; Elena Chernokalskaya1; 
William Kopaciewicz1; Philip Clark1; Mark Emerick1; 
Cheryl Murphy2; Andy Tomlinson2; 1Millipore Corp, 
Danvers, MA; 2Applied BioSystems, Framingham, MA 
TPN 259 Effect of Sodium Dodecyl Sulfate on MALDI-MS 
Analysis of Proteolytic Digests; Rama Tummala1; Kari 
Green-Church2; Patrick A Limbach1; 1University of 
Cincinnati, Cincinnati, OH; 2Ohio State University, 
Columbus, OH 
TPN 260 Use of a Patterned Surface to Desalt and Concentrate 
DNA and Protein Samples Prior to MALDI-MS; Yingda 
Xu; Merlin L. Bruening; J. Throck Watson; Michigan State 
University, East Lansing, MI 
TPN 261 Improved Sample Preparation and Calibration for AP-
MALDI Ion-Trap Mass Spectrometry; Linda S-L. 
Wang; Nelli I. Taranenko; Vladimir M. Doroshenko; 
MassTech Inc., Burtonsville, MD 
TPN 262 Investigation of the Relative Effect of Amino Acid 
Composition and Sample Deposition on Precision 
during the MALDI Process; Jennifer Dally1; Catherine 
Bentzley2; 1GlaxoSmithkline, King of Prussia, PA; 
2University of the Sciences in Philadelphia, Philadelphia, 
PA 
TPN 263 The Molecular Scanner: A Rapid Parallel Protein 
Identification Technique; Sofia G. Hohnholt; Barrie G. 
Wagenfeld; Jason Marchese; Ioannis A. Papayannopoulos; 
Applied Biosystems, Framingham, MA 
TPN 264 High-Throughput Capture and Recovery of 
Phosphorylated Peptides from Crude Cell Extracts 
using a Novel High Capacity PHOS-Select.TM. 
Multiwell Plate; Justin Wildsmith; Tom C. Hassell; John 
G. Dapron; William K. Kappel; Richard J. Mehigh; Sigma 
Aldrich, St. Louis, MO 
METABOLISM: XENOBIOTICS 
TPO 265 Metabolite Profile of Resveratrol in Human Plasma and 
Urine Using Electrospray Ionization and Quadrupole-
Linear Ion Trap Mass Spectrometry; Ari Gritsas1; 
Donald Chun1; Edward Daly1; Themis Flarakos1; Jean-
Francois Marier1; Tristan D. Booth2; Mark L.J. Reimer1; 
1MDS Pharma Services, Montreal, Canada; 2Royalmount 
Pharma, Montreal, Canada 
TPO 266 Liquid Chromatography-Mass Spectrometry Methods 
for Distinguishing Hydroxylamine from N-Oxide and 
Hydroxy Metabolites; Natalia Penner; Ragu Ramanathan; 
Narsico Alvarez; Swapan Chowdhury; Kevin Alton; James 
Patrick; Schering-Plough Research Institute, Kenilworth, 
NJ 
TPO 267 Transport and Metabolism of Resveratrol in Human 
Intestinal Caco-2 cells; Yongmei Li1; Young Geun Shin1; 
Chongwoo Yu2; Jerome W. Kosmeder1; Wendy H. 
Hirschelman2; John M. Pezzuto1; Richard B. van 
Breemen1; 1University of Illinois College of Pharmacy, 
Chicago, IL; 2University of Illinois Department of 
Chemistry, Chicago, IL 
TPO 268 Narrow-Bore HPLC Sample Trapping and Separation 
with Q-Tof MS Detection for Identification of 
Metabolites in Low-Level In Vitro Incubations; David J. 
Foltz1; David C. Ackley1; Amy L. Walter1; Jose Castro-
Perez2; Hilary Major2; Timothy R. Baker1; 1P&G 
Pharmaceuticals, Mason, OH; 2Waters MS Technologies, 
Manchester, UK 
TPO 269 Biological Monitoring of Dichloromethane Exposed by 
Solid-Phase Mocroextraction and Gas 
Chromatography-Mass Spectrometry; Yun-Chun Wu1; 
Mei-Kuei Lee1; Tung-Sheng Shih2; 1Chia Nan University 
of Pharmacy and Science, Tainan, Taiwan; 2Institute of 
Occupational Safety and Health, Council of Labor Affairs, 
Taipei, Taiwan 
TPO 270 Profiling Metabolites of Puerarin in Rats by LC-ESI-
Tandem Mass Spectrometry; Jeevan K Prasain; Kenneth 
Jones; Nancy Brissie; Ray Moore; Mike Wyss; Stephen 
Barnes; University of Alabama, Birmingham, AL 
TPO 271  
TPO 272 Metabolism of 14C-Labeled 1,3-Dichloropropene in 
F344 Rats and B6C3F1 Mice; Michael J. Bartels; Steve C. 
Hansen; Christine M. Thornton; Kathy A. Brzak; Alan L. 
Mendrala; Toxicology Laboratory, The Dow Chemical 
Company, Midland, MI 
TPO 273 Metabolic Characteristics of Third-Generation 
Antifolate Antimalarials; Michael P Kozar1; Todd W 
Shearer1; Guy Schiehser2; David P Jacobus2; Wilbur K 
Milhous1; 1Walter Reed Army Institute of Research, Silver 
Spring, MD; 2Jacobus Pharmaceutical Company, Inc., 
Princeton, NJ 
TPO 274 High Mass Accuracy Measurements in W-optics using 
an Orthogonal Hybrid Quadrupole Time Of Flight 
Mass Spectrometer for In-vitro Metabolism Studies; 
Gary Harland1; Jose Castro - Perez1; Jonathan Pugh1; 
Carina Leandersson2; Richard Thompson2; 1Waters 
Corporation (MS Technologies), Manchester, UK; 
2AstraZeneca R&D, DMPK, Gothenburg, Sweden 
TPO 275 Hepatic Metabolism of Isotetrandrine, An Anti-
inflammatory, Analgesic, and Antimicrobial 
Bisbenzylisoquinoline Alkaloid, in the Rat; Wu-Nan Wu; 
50S 51st ASMS Conference on Mass Spectrometry 
Linda A. McKown; V. Sashi Gopaul; Johnson & Johnson, 
PRD, Spring House, PA 
TPO 277 Evaluation of Atmospheric Pressure Ionization (API) 
MALDI MS/MS for Metabolite Identification: A 
Comparison to Electrospray-Ion Trap LC/MS/MS 
Analysis; Qing Zhu; Edward J. Takach; Frank Hsieh; 
Millennium Pharmaceuticals, Cambridge, MA 
TPO 278 Liquid Chromatography/Tandem Mass Spectrometric 
Determination of inhibition of Human Cytochrome 
P450 Isozymes by a Standardized Trifolium pratense 
(Red Clover) Extract; Wenzhong Liang; Wenkui Li; 
Nikolic Dejan; Richard B. van Breemen; University of 
Illinois College of Pharmacy, Chicago, IL 
TPO 279 The Analysis of Risperidone and its Metabolite 9-
Hydroxyrisperidone: A Comparison of High Resolution 
Accurate Mass Triple Quadrupole Mass Spectrometry 
and Quadrupole Time-of-Flight Mass Spectrometry; 
Edward J. Daly1; Jimmy Flarakos2; Ari Gritsas1; Themis 
Flarakos1; Mark L. J. Reimer1; Paul Vouros2; 1MDS 
Pharma Services, Montreal, Canada; 2Barnett Institute 
and Department of Chemistry, Northeastern University, 
Boston, MA 
MICROSCALE SEPARATIONS MS 
TPP 280 Sheathless Electrospray from an Injection Moulded 
Polymer Chip; A Pettersson1; M Svedberg2; S Nilsson1; J 
Bergquist1; L Nyholm1; F Nikolajeff2; K Markides1; 
1Department of Analytical Chemistry, Uppsala University, 
Uppsala, Sweden; 2Department of Materials Science, 
Uppsala University, Uppsala, Sweden 
TPP 281 A Novel Capillary LC/MS/MS System; Thomas Covey1; 
Bori Shushan1; Karen Hahnenberger2; David Neyer2; Chris 
Bailey2; David Rakestraw2; 1MDS Sciex, Concord, 
Canada; 2Eksigent Technologies, Livermore, CA 
TPP 282 High-Efficiency High-Sensitivity Peptide Analysis with 
Reversed-Phase Nano-LC Monolithic Columns 
Coupled to ESI-MS; Alexander R. Ivanov1; Li Zang1; 
Barry L. Karger1; 1Barnett Insitute, Chemistry Department, 
Northeastern University, Boston, MA; 2Barnett Insitute, 
Northeastern university, Boston, MA 
TPP 283 Capillary Electrophoresis Electrospray Ionization Mass 
Spectrometry: From the Analysis of Amino Acids to the 
Analysis of the Chemical Contents of Single Cells; 
Mehdi Moini; Hsiao-Ling Huang; Casey L. Schultz; 
Haniya Mahmood; University of Texas, Austin, TX 
TPP 284 Analysis of Neurotransmitters Using Sheathless 
CE/ESI-MS; Casey L. Schultz; Mehdi Moini; University 
of Texas, Austin, TX 
TPP 285 Protein Identification with Capillary Zone 
Electrophoresis - µESI -MS (CZE-MS) Compare to 
LC-nanoESI-MS; Matthias Pelzing1; Christian Neusuess1; 
Petra Palloch1; Helen Muccitelli2; Thomas Dresch2; 
1Bruker Daltonik, Leipzig, Germany; 2Bruker Daltonics, 
Billerica, MA 
TPP 286 Evaluation of the Reproducibility of Chromatographic 
Systems for Proteomic Applications; Anik Forest; Sylvie 
Plante; Genevieve Mercier; Alain Carrier; Pierre Thibault; 
Caprion Pharmaceuticals, Montreal, Canada 
TPP 287 Improving the Microrecovery Interface between 
Surface Plasmon Resonance (SPR) and MALDI MS: 
Enhanced Mass Spectra of Polypeptides Using a 
Preparative SPR Chip, Phenylalanine Regeneration 
and Automated On-Target Deposition; Kristin S. 
Murray1; Keith A. Johnson1; Jonathan M. Brooks1; Kara 
Hurlihy2; Jason C. Rouse1; 1Wyeth Pharmaceuticals, 
Andover, MA; 2Biacore, Inc., Piscataway, NJ 
TPP 288 Poly(alkyl methacrylate) Monoliths Formed in Situ by 
Rapid UV-Photopolymerization in Capillaries and 
Micro-Channels for Micro-HPLC and Nanoflow LC-
ESI-MS; Xian Huang; Jie Li; Christopher Alpha; Thomas 
N. Corso; Advion BioSciences, Inc., Ithaca, NY 
TPP 289 Metabolite Identification on a 75um Column with 
Nanolockspray; Iain G Beattie1; Karine Joncour1; Jose 
Castro-Perez2; Jennifer Granger3; Rob Plumb3; 
1AstraZeneca R&D Charnwood, Loughborough, UK; 
2Waters Corporation (MS technologies), Manchester, UK; 
3Waters Corporation, Milford, MA 
TPP 290 Polymer Microfluidic Devices for Liquid 
Chromatography + Electrospray-Mass Spectrometry; 
Kevin Killeen; Hongfeng Yin; Dan Sobek; Reid Brennen; 
Tom van de Goor; Agilent Technologies, Palo Alto, CA 
TPP 291 Improved Assay Sensitivity for Intracellular 
Metabolism of Anti-HIV Drugs by Quantitative CE-
MS/MS; Charles C. Liu1; Jyy Huang2; Takeo Sakuma1; 
David L. Tyrrell2; 1Applied Biosystems/MDS SCIEX, 
Concord, ON, Canada; 2University of Alberta, Edmonton, 
Alberta, Canada 
TPP 292 Micrometer Spot Deposition for MALDI/MS of 
Peptides and Oligosaccharides Separated by Micro-LC, 
CE, and CEC; Tony J. Tegeler; Yehia Mechref; Kirk 
Boraas; James P. Reilly; Milos V. Novotny; Indiana 
University, Bloomington, IN 
TPP 293 A Search of Trap/Column Parameter Space to 
Optimize Sensitivity and Sequence Coverage; James P. 
Murphy III; Gary A. Valaskovic; New Objective, Woburn, 
MA 
TPP 294 Importance of Chromatographic Efficiency in Analysis 
of Complex Matrices by LC/MS; Christopher C. 
Benevides; Robert Collamati; Jennifer Granger; Dennis 
DellaRovere; Robert Plumb; Edouard S. P. Bouvier; 
Waters Corp., Milford, MA 
NATURAL PRODUCTS 
TPQ 295 Dereplication of Natural Products using a LC-MS/MS 
Library - Fragmentation Pattern Differences of M+H 
and M+Na ions on an Ion Trap Instrument; Andreas 
Fredenhagen; Caroline Derrien; Syngenta, Crop Protection 
Analytics, Basel, Switzerland 
TPQ 296 Determination of Pyrrolizidine Alkaloids by High-
Performance Liquid Chromatography-Ion Trap Mass 
Spectrometry in Comfrey Herbs; Jorgelina C A de 
Wuilloud; Samuel R Gratz; Karen Wolnik; US-
FDA/Forensic Chemistry Center, Cincinnati, OH 
TPQ 297 Direct and Rapid Analysis of Herbal Powder Using PY-
MAB-Tof Mass Spectrometry; Pascal Martin1; Dimo 
Zidarov1; Michel J. Bertrand2; 1Dephy Technologies, 
Montreal, Canada; 2Montreal University, Montreal, 
Canada 
TPQ 298 Quantitative Analysys of Lycopene in Prostate Tissue 
and Plasma of Men with Prostate Cancer or Benign 
Prostate Hyperplasia Using LC-MS-MS; Natasa 
Pajkovic1; Yanan Yang1; Maria Stacewicz-Sapuntzakis2; 
Roohollah Sharifi3; Phyllis E. Bowen2; Richard B. van 
Breemen1; 1Department of Medicinal Chemistry and 
Pharmacognosy, UIC, Chicago, IL; 2University of Illinois 
College of Pharmacy, Chicago, IL; 3Department of Human 
Nutrition, University of Illinois, Chicago, IL; 4Department 
of Human Nutrition, University of Illinois at Chicago, IL; 
5Department of Urology, University of Illinois, Chicago, IL 
TPQ 299 Quantitative Analysis of Resveratrol in Raw and Baked 
Blueberries and Bilberries; Chongwoo Yu1; Mary 
Lyons3; Sool Yeon Cho2; R. Toma3; John M. Pezzuto2; 
Richard B. van Breemen2; 1Department of Chemistry, 
University of Illinois, Chicago, IL; 2University of Illinois 
College of Pharmacy, Chicago, IL; 3Food and Nutritional 
Science, California State Uniersity., Long Beach, CA 
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TPQ 300 Fragmentation Mechanisms of Polyamine Toxins : ESI-
tQ vs ESI-FT-ICR; Julia Chamot-Rooke1; Jean-Pierre Le 
Caer1; Anne-Pascale Bouin1; Pierre Escoubas2; 1CNRS - 
UMR 7651 - Ecole Polytechnique, Palaiseau, France; 
2UPR 411 - Institut de Pharmacologie Moléculaire et 
Cellulaire, Sophia-Antipolis, France 
TPQ 301 Liquid Chromatography-Electrospray Tandem Mass 
Spectrometric Determination of Terpene Lactones in 
Ginkgo biloba; Yongkai Sun; Wenkui Li; John F. Fitzloff; 
Richard B. van Breemen; Univ. of Illinois College of 
Pharmacy, Chicago, IL 
TPQ 302 LC/MS Investigation of Active Components and Their 
Degradation Products in Hypericum Perforatum L; 
Frances Liu1; Charles Pan1; Patrick Drumm1; Catharina 
Ang2; 1Novartis Pharmaceuticals Corportion, East 
Hanover, NJ; 2US Food and Drug Adminstration, 
Jefferson, AR 
TPQ 303 Normal-phase LC/(+)ESI/MS Investigations of the 
Impact of Thermal Processing on Procyanidins in 
Peaches; Yun-Jeong Hong; Alyson E. Mitchell; University 
of California, Davis, CA 
TPQ 304 MALDI-TOF MS Demonstrates that the Structural 
Diversity of Polyflavans in Foods and Beverages is 
Much Greater than Previously Appreciated; Christian 
G. Krueger1; Martha M. Vestling2; Jess D. Reed1; 1Dept. of 
Animal Sciences, University of Wisconsin-Madison, 
Madison, WI; 2Dept. of Chemistry, University of 
Wisconsin, Madison, WI 
TPQ 305 Determination of Gingerols and 6-Shogaol in Ginger 
Dietary Supplements Using High Performance Liquid 
Chromatography with Tandem Mass Spectrometry; Yi 
Tao1; Wenkui Li1; Yongkai Sun1; John F. Fitzloff1; 
Richard B. Van Breemen1; 1University of Illinois College 
of Pharmacy, Chicago, IL 
TPQ 306 Identification of Ginsenosides Using Precursor Ion 
Scans and Accurate Mass Measurements; Mark 
Harrison; Thermo Electron, Hemel Hempstead, UK 
NONCOVALENT INTERACTIONS 
TPR 307 Characterization of Protein Complexes by Nanoscale 
Liquid Chromatography/Electrospray Ionization Mass 
Spectrometry; Catalin E Doneanu1; Ross F Lawrence1; 
Roland K Strong2; William N Howald1; 1University of 
Washington, Seattle, WA; 2Fred Hutchinson Cancer 
Research Center, Seattle, WA 
TPR 308 Effect of Charge State on the Collisional Activation 
Dissociation of Drug-DNA Complexes in a Quadrupole 
Ion Trap Mass Spectrometer; Carolyn L. Mazzitelli; 
Leon P. Oehlers; Jennifer S Brodbelt; Jennifer S. Brodbelt; 
University of Texas, Austin, TX 
TPR 309 Dissecting Protein Complexes by Using Nano-ESI and 
Tandem-MS; Frank Sobott; Justin L P Benesch; Aquilina 
Andrew; Carol V Robinson; Cambridge University, 
Chemistry Department, Cambridge, UK 
TPR 310 Quantitative Determination of Noncovalent Protein-
Ligand Binding Interactions Using Automated 
Nanoelectrospray Mass Spectrometry; Sheng Zhang; 
Colleen K. Van Pelt; Advion BioSciences, Inc., Ithaca, NY 
TPR 311 Serine, Its octamer and the Origin of Life: 
Contributions to a Mechanism of Homochirogenesis; 
Sergio C. Nanita; Zoltan Takats; R. Graham Cooks; 
Purdue University, West Lafayette, IN 
TPR 312 Modifications of Hydrogen/Deuterium Exchange 
Protocols with FT-ICR Mass Analysis for Reduced 
Back Exchange, Enhanced Throughput, Data 
Acquisition and Data Analysis; Mark R. Emmett1; 
TuKiet T. Lam1; Greg T. Blakney1; Alan G. Marshall2; 
1Ion Cyclotron Resonance Program, National High 
Magnetic Field Lab, Tallahassee, FL; 2Department of 
Chemistry and Biochemistry, Florida State University,, 
Tallahassee, FL 
TPR 313 Gas-Phase Binding of Non-Covalent Protein 
Complexes: Comparison of Tandem Mass 
Spectrometry Data with Computational Models; Victor 
J. Nesatyy1; Marc J. F. Suter1; Nicolas Majeux2; Amedeo 
Caflisch2; 1Swiss Federal Institute for Environmental 
Science and Technology, Dubendorf, Switzerland; 
2University of Zurich, Department of Biochemistry, Zurich, 
Switzerland 
TPR 314 Toward Understanding the Nature of Zinc Stabilization 
in Cu,Zn Superoxide Dismutase: Using 
Hydrogen/Deuterium Exchange and ESI-MS to 
Monitor Effects of Zinc Binding on Thermostability 
and Solvent Accessibility of apo CuZn SOD; Bryan F. 
Shaw; Jorge A. Rodriquez; Kym F. Faull; Joan S. 
Valentine; University of California, Los Angeles, CA 
TPR 315 Determination of Relative Affinity Constants for Non-
Covalent Interactions in Solution by Electrospray 
Ionisation and Fourier Transform Ion Cyclotron 
Resonance: Calmodulin and Calmodulin-Binding 
Sequences of Myosin Light Chain Kinase; Marjaana 
Nousiainen1; Jennifer K Mitchell2; Daniel Lafitte3; Pirjo 
Vainiotalo4; Peter J Derrick5; 1University of Joensuu, 
Joensuu, Finland; 2University of Warwick, Coventry, 
United Kingdom; 3UPRESA CNRS, Marseille, France 
TPR 316 Mass Spectrometric Identification of the Antigen-
binding Site of a Camel Heavy-Chain Antibody - 
″Paratope-Mapping″; Andreas Marquardt1; Serge 
Muyldermans2; Michael Przybylski1; 1Department of 
Chemistry, Analytical Chemistry, University of Konstanz, 
Konstanz, Germany; 2Laboratorium van Ultrastructuur, 
Vrije Universiteit Brussel, Paardens, Brussels, Belgium 
TPR 317 Exploring the Effects of Context on Actin Using 
Hydrogen/Deuterium Exchange Mass Spectrometry; 
John K. Chik; David Schriemer; University of Calgary, 
Faculty of Med., Dept. Biochemistry and Mol. Biology, 
Calgary, Canada 
TPR 318 A Microchip Device for Nanoflow Electrospray MS: 
Ligand Screening of a Multi-Protein Target; Catherine 
A Keetch1; Helena Hernandez1; Alistair Sterling2; Mark 
Baumett2; Mark H Allen2; Carol V Robinson1; 1Cambridge 
University Chemical Laboratory, Cambridge, UK; 2Advion 
Biosciences Limited, Norwich, UK 
TPR 319 Intact Complexes of Human Alpha-Fetoprotein with 
Antineoplastic Agents Analyzed by Electrospray Mass 
Spectrometry; Shouxun Zhao; James, F. Holland; John 
Roboz; Mount Sinai School of Medicine, New York, NY 
TPR 320 Making More Accurate Determinations of Host-Guest 
Interactions using the Equilibrium Partitioning Model; 
Courtney L. Sherman; Jennifer S. Brodbelt; University of 
Texas, Austin, TX 
TPR 321 Detection of Sulfated Enzyme Intermediates Using ESI-
FTICR Mass Spectrometry: Noncovalent and Covalent 
Complexes; Yonghao Yu; Na Pi; Julie A. Leary; 
University of California, Berkeley, CA 
TPR 322 Mapping Interfaces of Cks1 and Skp2 with Hydrogen 
Exchange Mass Spectrometry; Zhong-ping Yao; Markus 
A. Seeliger; Laura S. Itzhaki; Carol V. Robinson; 
University of Cambridge, Cambridge, UK 
TPR 323 Determination of the Stoichiometry of Protein 
Complexes; Elisabeth O Hochleitner; Friedrich Lottspeich; 
Max Planck Institute for Biochemistry, Martinsried, 
Germany 
TPR 324 Screening for Ligands that Destabilize a 
(GAA)6/(TTC)6 Triplex in DNA Using Electrospray 
Mass Spectrometry; Xun Cheng; S. V. Santhana 
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Mariappan; Richard B. van Breemen; University of Illinois 
College of Pharmacy, Chicago, IL 
TPR 325 Observation of Drug-DNA Complexes Containing 
Benzoxazole and Benzimidazole Analogues of UK1; 
Leon P. Oehlers; Sean M. Kerwin; Jennifer S. Brodbelt; 
University of Texas, Austin, TX 
TPR 326 Investigating Subunit Exchange in Transthyretin 
(TTR) Complexes; Catherine A Keetch; Margaret G 
McCammon; John Christodoulou; Carol V Robinson; 
University of Cambridge, Cambridge, UK 
TPR 327 Studying Interactions in the Host-Guest Complexes by 
ESI-FTICRMS; Elina O Ventola; Pirjo Vainiotalo; 
University of Joensuu, Joensuu, Finland 
TPR 328 Cell Cycle Dynamics of Stable Associations between 
Pre-DNA Replication Proteins in Saccharomyces 
cerevisiae; Alan J Tackett; Brian T Chait; The Rockefeller 
University, New York, NY 
NUCLEIC ACIDS 
TPS 329 Qualitative Study of In Vivo Melphalan Adduct-
Formation in the Rat by Miniaturised Column-
Switching Liquid Chromatography Coupled to 
Electrospray Tandem Mass Spectrometry; Bart Van den 
Driessche1; Filip Lemière1; Walter Van Dongen1; Annemie 
Van der Linden2; Eddy L. Esmans1; 1University of Antwerp 
(RUCA), Department of Chemistry, Antwerp, Belgium; 
2University of Antwerp (RUCA), Biomedical Department, 
Antwerp, Belgium 
TPS 330 Study of Deamination Kinetics of 5-methylated 
Cytosine-Containing Pyrimidine Dimers in 
Oligodeoxynucleotides by Nuclease P1 Enzyme Coupled 
Tandem Mass Spectrometry; Bich T. N. Vu1; Yinseng 
Wang2; Vairamani Mariappanadar3; John S. Taylor1; 
Michael Gross1; 1Washington University in St. Louis, St. 
Louis, MO; 2University of California, Riverside, 
California; 3Indian Institure of Chemical Technology, 
Hyderabad, India 
TPS 331  
TPS 332 The Application of Mass Spectrometry with a Novel, 
Linear Amplification Technique for Mitochondrial 
DNA Genotyping; Kirsti Zitar; Alison Glaser; Jeffrey B. 
Graybill; Maha Rudrabhatla; Ionian Technologies, Upland, 
CA 
TPS 333 ESI-MS Screening of Drug Interaction with DNA 
Duplex, Triplex and Quadruplex Structures; Frédéric 
Rosu; Valérie Gabelica; Claude Houssier; Pierre Colson; 
Edwin De Pauw; Department of Chemistry, University of 
Liege, Liege, Belgium 
TPS 334 Analysis and Quantification of DNA Photoadducts by 
HPLC/Ion Trap Mass Spectrometry; Guangyu Zhang; 
Michael Linscheid; Humboldt University, Berlin, Germany 
TPS 335 Studies of DNA Adducts by Nanoflow 
Chromatrography and Ion Trap Mass Spectrometry; 
Linge Li1; M. Paul Chiarelli2; 1Dept. of Chemistry, Loyola 
University, Chicago, IL; 2Loyola University, Chicago, IL; 
3National Center for Toxicological Research, Jefferson, 
AR; 4Division of Chemistry, National Center for 
Toxicological Research, Jefferson, AR 
TPS 336 Haplotyping of Single Nucleotide Polymorphisms by 
MALDI Mass Spectrometry; Sascha Sauer; Carola 
Burgtorf; Hans Lehrach; Richard Reinhardt; Max-Planck-
Institute for Molecular Genetics, Berlin, Germany 
TPS 337 Quantitative Determination of 3-Methyl-2-
deoxycytidine and 5-Methyl-2-deoxycytidine in DNA 
by LC-UV-MS-MS; Yan Pang1; Yanan Yang1; Richard B. 
van Breemen1; 1University of Illinois College of Pharmacy, 
Chicago, IL 
TPS 338 Combination of Enzymatic Digestion and ESI-MS for 
the Analysis of Original and Modified Oligonucleotides; 
Estelle Rathahao; Nathalie Martins; Isabelle Jouanin; Alain 
Paris; Laurent Debrauwer; UMR 1089 Xenobiotiques, 
INRA-ENVT, Toulouse, France 
TPS 339 A Highly Efficient and Automated Method of Purifying 
and Desalting PCR Products for Analysis by 
Electrospray Ionization Mass Spectrometry; Yun Jiang; 
Kristin A. Sannes-Lowery; Steven A. Hofstadler; Ibis 
Therapeutics, A Division of Isis Pharmaceuticals, 
Carlsbad, CA 
TPS 340 Proteomic Approach for the Identification of New DNA 
Repair Enzymes; Robert A. Rieger1; Dmitry Zharkov1; 
Arthur P. Grollman1; Charles R. Iden1; 1Department of 
Pharmacology, SUNY, Stony Brook, NY; 
TPS 341 Structure Elucidation of DNA Interstrand Cross-Links 
by a Combination of Nuclease P1 Digestion with Mass 
Spectrometry; Yuesong Wang; Yinsheng Wang; 
University of California, Riverside, CA 
TPS 342 DNA Polymorphism Discovery Using Electrospray 
Ionization Mass Spectrometry and Multiple Enzymatic 
Strategies; Linda M Benson1; Allison P Null2; David C 
Muddiman1; 1W.M. Keck FT-ICR Mass Spectrometry 
Laboratory, Mayo Clinic, Rochester, MN; 2Department of 
Chemistry, Virginia Commonwealth University, Richmond, 
VA 
TPS 343 Gene Expression and DNA Adduct Formation in 
Human Lymphoblast Cells Dosed with Benzo[a]pyrene 
and 4-aminobiphenyl; Elaine M. Ricicki1; Wendy Luo2; 
Hong Xie2; Helmut Zarbl2; Paul Vouros1; 1The Barnett 
Institute of Chemical and Biological Analysis, Boston, MA; 
2Fred Hutchinson Cancer Research Center, Seattle, WA 
TPS 344 Mass-Directed Purification of Long-Chain Synthetic 
Oligonucleotides at µMole Scale; Yansheng Wu, Ph.D. 1; 
Mark A Jandreski, Ph.D. 1; Paul M Lefebvre2; Martin 
Gilar, Ph.D. 2; Kenneth J Fountain2; Warren B Potts III2; 
1Bayer Diagnostics, East Walpole, MA; 2Waters 
Corporation, Milford, MA 
TPS 345 LC-UV-MS-MS Quantitative Analysis of DNA 
Oxidation in Human Blood and Prostate Tissue in Men 
Given Oral Lycopene or Placebo; Yanan Yang1; Natasa 
Pajkovic1; Yan Pang1; Maria Stacewicz-Sapuntzakis2; 
Roohollah Sharifi3; Phillis Bowen2; Richard B. van 
Breemen1; 1University of Illinois College of Pharmacy, 
Chicago, IL; 2Dept. of Medicinal Chemistry, Univ. of 
Illinois, Chicago, IL; 3Dept. of Human Nutrition, Chicago, 
IL; 4Dept. of Urology, Chicago, IL; 5Westside Department 
of Veterans Affairs Medical Center, Chicago, IL 
PEPTIDES: POST TRANSLATIONAL MODIFICATION 
TPT 346 Characterization of SIR2-mediated NAD-dependent 
Deacetylation; Haiteng Deng; Anthony A. Sauve; Vern L. 
Schramm; Ruth H. Angeletti; Albert Einstein College of 
Medicine, Bronx, NY 
TPT 347 Polyamine-Protein Linkage Probed by MALDI-TOF-
MS; Lazaro Betancourt1; Minako Masuda2; Takeshi 
Matsuzawa2; Yasuhiko Horiguchi2; Yasutsugu 
Shimonishi3; Toshifumi Takao3; 1Center for Genetic 
Engineering and Biotechnology, Havana, Cuba; 2Research 
Institute for Microbial Diseases, Osaka University, Osaka, 
Japan; 3Institute for Protein Research, Osaka University, 
Osaka, Japan 
TPT 348 Detection of Peptides Containing Acetylated Lysine 
Residues by Precursor Ion Scanning; Peter M Gehrig1; 
Nazim El-Andaloussi2; Peter E Hunziker2; Dorothea 
Rutishauser1; Ralph Schlapbach1; 1Functional Genomics 
Center, Zurich, Switzerland; 2University of Zurich, Zurich, 
Switzerland 
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TPT 349 Enzymatic and Nonenzymatic Acetylation of the HIV-1 
Tat Protein: an In Vitro Study; Wilma Dormeyer1; 
Alexander Dorr1; Melanie Ott2; Martina Schnoelzer1; 
1University of California, San Francisco, CA; 2Deutsches 
Krebsforschungszentrum, Heidelberg, Germany 
TPT 350 A Method For The Identification of Post-
Translationally Modified Peptides by Chemical 
Targetting; Jie Zhou; Felicia Rusnak; Gary Hathaway; 
Caltech, Pasadena, CA 
TPT 351 Oxidative Modification of H46C Mutant of Yeast CuZn 
Superoxide Dismutase Studied by a Combination of MS 
and MS/MS Techniques; H. Ewa Witkowska1; Bryan 
Shaw2; Subodh Nimkar1; Steven C. Hall1; Soshanna Zittin-
Potter2; Aram Nersissian2; Kym Faull2; Joan Valentine2; 
1Applied Biosystems, Foster City, CA; 2University of 
California, Los Angeles, CA 
TPT 352 Determination of O-Fucosylation Site in EGF 1-5 by 
Nano-Elctrospray Mass Spectrometry; Weiping Xie1; 
Robert A. Rieger2; Robert Haltiwanger3; Raajit Rampal3; 
Charles R. Iden2; 1Department of Biochemistry, SUNY, 
Stony Brook, NY; 2Proteomic Center, SUNY, Stony Brook, 
NY; 3Proteomics Center, SUNY, Stony Brook, NY 
TPT 353 Identification of 4-Hydroxy-2-Nonenal-Protein Adducts 
in Rat Liver Mitochondria; Amanda L. Foxwell1; Marion 
Kirk2; T. Scott Isbell2; Landon Wilson2; Stephen Barnes1; 
1University of Alabama, Birmingham, AL; 2UAB 
Comprehensive Cancer Mass Spectrometry Facility and 
Proteomics Lab, Birmingham, AL 
TPT 354 Study of Arabidopsis Native Peptides with an Attached 
Indole-3-Acetic Acid Moiety Analyzed by MALDI-TOF 
MS and ESI-TOF MS; Seijin Park1; LeeAnn Higgins2; 
Jerry D. Cohen1; 1Department of Horticultural Science, 
University of Minnesota, St. Paul, Minnesota; 2Department 
of Biochemistry Molecular Biology and Biophysics, 
University of Minnesota, St. Paul, MN 
TPT 355 YxxK and KxxY: Protein Sequence Motifs that Direct 
the Regiospecific Chlorination of Tyrosine by 
Hypochlorous Acid; Constanze F Bergt; Xiaoyun Fu; Jay 
W Heinecke; University of Washington, Seattle, WA 
TPT 356 Using Mass Spectrometry to Study the Metal-Catalyzed 
Oxidation Reactions of First Row Transition Metals 
with Angiotensisn I; Juma D. Bridgewater; Richard W. 
Vachet; University of Massachusetts, Amherst, MA 
TPT 357 Characterization of a Lipid Hydroperoxide-Derived 
Post-Translational Modification to a Histone Protein 
Using Mass Spectrometry; Tomoyuki Oe; Seon Hwa Lee; 
Anastasia K Yocum; Jasbir S Arora; Ian A Blair; Center 
for Cancer Pharmacology, University of Pennsylvania, 
Philadelphia, PA 
TPT 358 Localization of Phosphorylated Residues in Rat Bone 
Osteopontin; Mandana Keykhosravani1; Harvey A 
Goldberg1; Graeme K. Hunter1; Gilles Lajoie1; 1The 
University of Western Ontario, London, Ontario 
TPT 359 The Use of Endoproteinase Arg-C and LC/ESI/MS/MS 
to Study Modification of Lysine Residues in the Histone 
H4 Tail; Jan R Crowley1; Barry M Markaverich2; Trellis 
Thompson2; Kevin Shoulars2; John Turk1; 1Washington 
University School of Medicine, St. Louis, MO; 2Baylor 
College of Medicine, Houston, TX 
TPT 360 Characterization of Thiosulfate Containing Proteins 
and Peptides by Mass Spectrometry; Mark Raftery; 
Carolyn Geczy; School of Medical Sciences, UNSW, 
Sydney, Austraila 
TPT 361 A Method For The Identification of Post-
Translationally Modified Peptides by Chemical 
Targeting; Jie Zhou; Felicia Rusnak; Gary Hathaway; 
Caltech, Pasadena, CA 
TPT 362 Selective Enrichment and Identification of Low-
Abundance S-Nitrosylated Proteins and Peptides From 
Complex Biological Mixtures; Gary W Lange; James A 
Carroll; Bernard N Violand; Kevin L Duffin; Maureen K 
Highkin; Christine M Kornmeier; Thomas P Misko; 
Pharmacia Corporation, St. Louis, MO 
TPT 363 Mass Spectrometric Characterization of Proteins 
Involved in the Oxidative Stress Response in Yeast; 
Delphine Pflieger1; Agnes Delaunay2; Marie-Benedicte 
Barrault2; Michel Toledano2; Joelle Vinh1; Jean Rossier1; 
1Neurobiologie et Diversité Cellulaire, CNRS UMR 7637, 
Paris, France; 2Stress Oxydants et Cancers, Service de 
Biochimie et de Génétique Moléc, Gif sur Yvette, France 
TPT 364 Analysis of Human Histone H3 Post-Translational 
Modification Site Patterns from Cells Arrested During 
Mitosis by Tandem Mass Spectrometry; Benjamin A. 
Garcia1; Scott Busby1; Jeffrey Shabanowitz1; Cynthia M. 
Barber2; C. David Allis2; Donald F. Hunt1; 1Department of 
Chemistry, University of Virginia, Charlottesville, VA; 
2Dept. of Biochemistry and Molecular Genetics, University 
of Virginia, Charlottesville, VA 
TPT 365 Development of an On-Line System for Chemical 
Degradation of Cystinyl Proteins for Disulfide Mass 
Mapping; Jose-Luis Gallegos-Perez; Jack Throck Watson; 
Michigan State University, East Lansing, MI 
POLYMERS 
TPU 366 Analysis of Triblock Copolyethers by MALDI-TOF; 
Peran Terrier; William Buchmann; Ghislain Cheguillaume; 
Bernard Desmazières; Jeanine Tortajada; Lab. Analyse et 
Environnement UMR8587/Université d'Evry Val 
d'Essonne, Evry, France 
TPU 367 Analysis of Polylactide Glycolide by Coupled GPC / 
MALDI-MS; Henry Y. Shion1; Stacy S. Powers2; 1Waters 
Corporation, MS Technical Center, Beverly, MA; 2Lab 
Connections, a MOCON Company, Northborough, MA 
TPU 368 Determination of the Hydrolysis Kinetics of N-(2-
aminoethyl)-3-aminopropyl-trimethoxysilane as a 
Function of pH and Temperature Using APCI MS; Ron 
Tecklenburg; Gary Kozerski; Dow Corning Corporation, 
Midland, MI 
TPU 369 Identification of Isocyanates Generated During the 
Thermal Degradation of a Polyurethane Paint using 
HPLC/APCI/MS/MS; Michel Boutin1; Jacques Lesage1; 
Claude Ostiguy1; Michel J. Bertrand2; 1Occupational 
Health and Safety Research Institute Robert-Sauve, 
Montreal, Canada; 2Regional Center for Mass 
Spectrometry, University of Montreal, Montreal, Canada 
TPU 370 Sequencing Synthetic Polymers using Tandem Mass 
Spectrometry; Marie-Soleil Giguère1; Marc A Dubé2; 
Paul M Mayer1; 1Department of Chemistry, University of 
Ottawa, Ottawa, Canada; 2Department of Chemical 
Engineering, University of Ottawa, Ottawa, Canada 
TPU 371 MALDI-TOF Mass Spectrometry of ABC Triblock 
Cooligomers Prepared by Ring Opening Metathesis 
Polymerisation; Gertraud Hayn; Silvia Riegler; Christian 
Slugovc; Franz Stelzer; Robert Saf; ICTOS, Graz 
University of Technology, Graz, Austria 
TPU 372 Sample Preparation of Mixed Epoxy Resins for 
MALDI-TOFMS Using LC at Critical Adsorption 
Point; Nobuyuki Sato1; I-ichiro Fukuda2; Koichi Ute2; 
Tatsuki Kitayama2; 1Toray Research Center, Inc., Otsu, 
Japan; 2Osaka University, Toyanaka, Japan 
TPU 373 Correlation by Principal Component Analysis of 
Imaging SIMS with FTIR for Investigation of 
Condensed Phase Nylon Breakdown Patterns; Mark van 
den Putte2; Ron M. A. Heeren1; Stefan L. Luxembourg1; 
Liam McDonnell1; Todd H. Mize1; 1FOM-AMOLF, 
54S 51st ASMS Conference on Mass Spectrometry 
Amsterdam, Netherlands; 2Vrije Universiteit Amsterdam, 
Amsterdam, Netherland 
TPU 374 Surface and Mass Spectrometric Correlations of 
Polyaniline Polymers; Daniel J. Higbee; Troy D. Wood; 
University at Buffalo, State University of New York, 
Buffalo, NY 
TPU 375 Quantitative Analysis of Implantable Device Polymers 
and Evaluation of Protien Adsorption; E. Peter Maziarz; 
X. Michael Liu; Yu-Chin Lai; James Bonafini; George L. 
Grobe; Bausch & Lomb Inc., Rochester, NY 
TPU 376 Comparing Polycarbonate Roof Tiles Using MALDI-
TOFMS; David J Evason; Alexis J Polley; Victor C Parr; 
Scientific Analysis Limited, Manchester, United Kingdom 
TPU 377 MALDI PSD TOF Spectra of Alkali Metal Adducts of 
Polypentylresorcinol Dendrimers; Hendrik Neubert1; 
Kevin A. Knights2; Yolanda de Miguel2; David A. 
Cowan1; 1Drug Control Centre, King's College London, 
London, UK; 2Department of Chemistry, King's College 
London, London, UK 
TPU 378 Accurate Polymer Characterization using GPC with 
Triple Detection and Mass Spectrometry; X. Michael 
Liu1; E. Peter Maziarz1; William J. Simonsick2; George L. 
Grobe1; David J. Heiler1; 1Bausch & Lomb, Inc., 
Rochester, NY; 2DuPont Marshall R & D Laboratory, 
Philadephia, PA 
TPU 379 Comparison of Field Desorption-Mass Spectrometry 
(FD-MS) in a Magnetic Sector and an Orthogonal 
Time-of-Flight (TOF) Instrument; Anthony T Jackson1; 
Richard C Jennings1; James H Scrivens1; David S Douce2; 
Martin R Green2; Michael Jackson2; 1ICI plc, Redcar, UK; 
2Micromass UK Ltd, Manchester, UK; 3Waters 
Corporation, Micromass UK Ltd, Manchester, UK 
TPU 380 Matrix-Assisted Laser Desorption/Ionization Mass 
Spectrometry of Ethylene-Carbonyl Copolymers; 
Frederick J. Cox; Murray V. Johnston; University of 
Delaware, Newark, DE 
TPU 381 MALDI of Structured Polymer Particles; Barry J Bauer; 
Kathleen M Flynn; NIST, Gaithersburg, MD 
TPU 382 Electrospray Ionization Mass Spectrometry of Small 
Ionene Polymers; Bing H. Wang; Andre J. Bourque; Scott 
P. Clark; Aharon S. Cohen; Geltex Pharmaceuticals, A 
Genzyme General Business, Waltham, MA 
TPU 383 Collision Induced Dissociation MALDI Mass 
Spectrometry of Mono-disperse Poly(amic Methyl 
Esters); Matthew J. Vergne; Hui Li; Renata Murgasova; 
David M. Hercules; Department of Chemistry, Vanderbilt 
University, Nashville, TN 
TPU 384 Molecular Weight Analysis of Polysiloxanes Using 
Matrix-Assisted Laser Desorption/Ionization Time-of-
Flight Mass Spectrometry (MALDI-TOF MS) and Gel 
Permeation Chromatography (GPC) Fractionation; 
Huiping Chen; Michael R. Reiter; Dow Corning 
Corporation, Midland, MI 
TPU 385 Characterization of Synthetic Polymers by DIOS-MS; 
Violeta Petkovska; David Powell; Kenneth Wagener; 
University of Florida, Gainesville, FL 
TPU 386 MALDI-TOF Analysis of a Rotaxane; Fragmentation 
and Ionization Efficency Considerations; Kathleen M. 
Wollyung; Chrys Wesdemiotis; The University of Akron, 
Akron, OH 
TPU 387 MALDI-TOF MS Analysis of Chain-End 
Functionalized Polymers; Charles M. Guttman; H.C. 
Michelle Byrd; Shen Lin Gibson; Sidi Bencherif; Kathryn 
L. Beers; NIST Polymers Division, Gaithersburg, MD 
TPU 388 Identification of Components in Polycarbonate and 
Polyester Monomers and Polymers by GC-MS; James 
L. Little; Eastman Chemical Company, Kingsport, TN 
TPU 389 A Study of the Effects of Matrix and Laser Energy of 
MALDI on the Molecular Mass Distribution of 
Synthetic Polymers; Stephanie J Wetzel1; Charles M 
Guttman1; James E Girard2; 1National Institute of 
Standards and Technology, Gaithersburg, MD; 2American 
University, Washington, DC 
TPU 390 End Group Analysis of Synthetic Polyaniline Oligomers 
and the Influence of Acid on the Oxidation State of the 
Oligomers Detected; Anthony R. Dolan; Troy D. Wood; 
University at Buffalo, Buffalo, NY 
TPU 391 Identification of End-Group Heterogeneity of Modified 
Polyamide-6.6 Utilizing Two-Dimensional 
Chromatography-MALDI MS; Steffen M. Weidner1; 
Ulrich Just1; Wolfgang Wittke1; Joerg F. Friedrich1; 
Freddy Gruber2; Frank Rittig2; 1Federal Institute for 
Materials Research & Testing, Berlin, Germany; 2BASF 
AG, Ludwigshafen, Germany 
PROTEINS: GENERAL 
TPV 392 Locating Protein Interactions Through Differential 
Proteolysis; Daniel A King1; Ron Orlando2; Carl 
Bergmann2; 1Bethel College, St. Paul, Minnesota; 
2University of Georgia, Athens, GA 
TPV 393 Bias in Quantitative Analysis of Proteins by LC/MS; 
John H. Callahan1; Tracie L. Williams1; Peter Leopold2; 
Steven M. Musser1; 1Center for Food Safety and Applied 
Nutrition, FDA, College Park, MD; 2Bioanalyte, Inc., 
South Portland, ME 
TPV 394 Mass Spectrometric Characterization of Trichomonad 
Cysteine Proteases; Ulf Sommer1; Bibhuti N. Singh2; 
Mark E. McComb1; Eric A. Berg1; John J. Lucas2; Gary R. 
Hayes2; Catherine E. Costello1; 1Boston University School 
of Medicine, Boston, MA; 2SUNY Upstate Medical 
University, Syracuse, NY 
TPV 395 Isolation and Examination of the Amyloid Precursor 
Protein of Alzheimer's Disease; Jillian R.A. Newton; 
David Parkinson; Malcolm R. Clench; Sheffield Hallam 
University, Sheffield, UK 
TPV 396 Analysis of Maleimide CyDye Labelled Model Proteins 
Using Mass Spectrometry; Jun Yan1; Nnanna Uwakwe1; 
Tim Stone1; Robin Wait2; Steve Lewis1; Sue Fowler1; Paul 
Orange1; W. Jon Cummins1; 1Amersham Biosciences, 
Buckinghamshire, UK; 2Imperial College of Medicine, 
London, UK 
TPV 397 Identification of Ser/Thr Kinase Substrates by High 
Throughput Screen of a Peptide Library Using 
MALDI-MS and LC/MSMS; Daniel Crawford; Ping Cao; 
Tularik Inc., South San Francisco, CA 
TPV 398 Probing Receptor-G Protein Interactions by Surface 
Modification; Xin Wang1; Zsolt Ablonczy1; Sungho Kim2; 
Rosalie K. Crouch1; Daniel R. Knapp1; 1Medical 
University of South Carolina, Charleston, SC; 
2Soonchunhyang University, Asan, South Korea 
TPV 399 Identification of Allergenic Peanut Proteins Using 
Liquid Chromatographic/Mass Spectrometry (LC/MS) 
methods; Kevin J. Shefcheck; Steven M. Musser; CFSAN, 
U.S. Food and Drug Administration, College Park, MD 
TPV 400 Mass Spectrometric Characterization of Transferrins 
and their Fragments Derived by Reduction of Disulfide 
Bonds; Mario Thevis1; Rachel R. Ogorzalek Loo2; Joseph 
A. Loo1; 1University of California, Dept of 
Chem.&Biochem., Los Angeles, CA; 2University of 
California, Dept of Biol. Chemistry, Los Angeles, CA 
TPV 401 How Hit and Dicide to Hit the Transcription Factors 
Bound to a New Promoter of PF4 Gene by Nanospray 
LC/Ion Trap MS/MS?; Zenzaburo Tozuka1; Akira 
Kagayama1; Yoshiaki Okada2; Takefumi Doi2; 1Fujisawa 
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Pharmaceutical Co.,Ltd., Osaka, Japan; 2Osaka 
University, Suita, Japan 
TPV 402 Structural Characterization of Escherichia Coli Sialic 
Acid Synthase; Xing-Hong Huang1; Hsin-Kai Liao1; 
Tzann-Shun Hwang2; Chun-Hung Lin2; Yu-Ju Chen1; 
1Chemistry, Academia Sinica, Taipei, Taiwan, R.O.C; 
2Biological Chemistry, Academia Sinica, Taipei, Taiwan, 
R.O.C. 
TPV 403 The Homobifunctional Crosslinker 3,3'-
Dithiobis(sulfosuccinimidyl propionate), DTSSP, Binds 
Unexpectedtly at Tyrosines; Catherine L Swaim; David L 
Smith; Jean B Smith; University of Nebraska, Lincoln, NE 
TPV 404 Identification of Some Adulteration in Milk and in 
Water Buffalo Mozzarella Cheese by MALDI TOF MS; 
Rosaria Cozzolino1; Salvatore Passalacqua2; Salvatore 
Salemi2; Domenico Garozzo1; 1CNR ICTP, Catania, Italy; 
2Industria lattiero casearia A. Zappalà srl, Catania, Italy 
TPV 405 Protein Conformation Determined from Hydrogen-
Deuterium Exchange and Electron Capture 
Dissociation; Kolja Paech; Evan Williams; University of 
California, Berkeley, CA 
TPV 406 Observation of Protease-Catalyzed Rearrangements of 
Terminal Amino Acid Residues in Peptides; Szilan 
Fodor; Zhongqi Zhang; Amgen Inc., Thousand Oaks, CA 
TPV 407 Identification of Methylation and Acetylation Sites on 
Mouse Histone H3 Using Matrix-Assisted Laser 
Desorption/Ionization Time-of-Flight and 
Nanoelectrospray Ionization Tandem Mass 
Spectrometry; Ross R Cocklin; Mu Wang; Indiana 
University School of Medicine, Indianapolis, IN 
TPV 408 Identification of Maleimide CyDye Labelled 
Escherichia Coli Proteins Using Peptide Mass 
Fingerprinting; Sue Fowler; Angie Devenish; Nnanna 
Uwakwe; Tim Stone; Steve Lewis; Paul Orange; Jon 
Cummins; Jun Yan; Amersham Biosciences, 
Buckinghamshire, UK 
TPV 409 Kinetic Constant Calculations For Multiple Substrates 
of GlcNAc-6-O-sulfotransferase NodST Using Mass 
Spectrometry: One Pot Assay; Na Pi; Julie A. Leary; 
University of California, Berkeley, CA 
TPV 410 Direct Investigation of Covalent Intermediates in 
Thiotemplate Biosynthesis Using a Quadrupole 
Fourier-Transform Hybrid Mass Spectrometer; Leah 
M. Miller; Matthew T. Mazur; Shaun M. McLoughlin; 
Leslie M. Hicks; Neil L. Kelleher; University of Illinois, 
Urbana, IL 
TPV 411 Identification of Human RNase H1 Disulfide Linkages 
by µLC-ESI-FTICR Mass Spectrometry; Sherilynn M. 
Manalili; Jared J. Drader; Walt F. Lima; Steven A. 
Hofstadler; Ibis Therapeutics, a division of Isis 
Pharmaceticals, Carlsbad, CA 
TPV 412 Three-Dimensional Structure Determination of 
Proteins and Protein Complexes by Chemical Cross-
Linking and Nano-HPLC / Nano-ESI FTICR Mass 
Spectrometry; Andrea Sinz; Gry H. Dihazi; Daniela M. 
Schulz; Christian Ihling; University of Leipzig / 
Biotechnological-Biomedical Center, Leipzig, Germany 
TPV 413 Peptide de novo Sequencing by in vivo Whole Cell 
Isotope Labeling; Hongying Zhong; Bryce Young; Sandra 
Marcus; Liang Li; University of Alberta, Edmonton, 
Alberta, Canada 
TPV 414 Conformational Selectivity Using High Field 
Asymmetric Waveform Ion Mobility Spectroscopy 
(FAIMS) and Fourier-Transform Ion Cyclotron 
Resonance (FT-ICR) Mass Spectrometry; Errol W. 
Robinson1; Randy W. Purves2; Evan R. Williams1; 
1University of California, Berkeley, CA; 2Ionalytics, 
Ottawa, Canada 
PROTEINS: MEMBRANE 
TPW 415 MALDI-MS Analysis of Hydrophobic Protein 
Mixtures; Rachel R. Ogorzalek Loo1; Joseph A. Loo1; 
Robert Gunsalus2; 1Dept. of Biological Chemistry & 
Molecular Biology Institute, UCLA, Los Angeles, CA; 
2Microbiology, Immunology & Molecular Genetics, Los 
Angeles, CA 
TPW 416 Top-Down Analysis of Membrane Proteins by Fourier-
transform Mass Spectrometry; Julian P. Whitelegge1; 
Katianna Pihakari2; Rodrigo Aguilera1; Ken Conklin1; 
Kym F. Faull1; 1UCLA Pasarow Mass Spectrometry 
Laboratory, Los Angeles, CA; 2Ceders-Sinai Medical 
Center, Los Angeles, CA 
TPW 417 Multi-Concentration SDS-PAGE and MALDI-TOF-MS 
Method for the Analysis of the Membrane Proteome of 
Tuberculosis Bacterium; Qinhua Ru; Andrew M. 
Bradbury; Jose A. Olivares; Los Alamos National 
Laboratory, Los Alamos, NM 
TPW 418 Structural Characterization of Integral Membrane 
Protein from Methylococcus Capsulatus (Bath); Yu-Ju 
Chen; Yu-Heng Tseng; Hsin-Kai Liao; Yet-Ran Chen; 
Huang-Chou Chen; Steve S.-F. Yu; Sunney I. Chan; 
Institite of Chemistry, Academia Sinica, Taipei, Taiwan, 
R.O.C. 
TPW 419 Probing Protein Kinase C Conformation Using 
Chemical Cross-Linking and Mass Spectrometry; Bill 
X. Huang; Hee-Yong Kim; National Institutes of Health, 
Rockville, MD 
TPW 420 Analysis of the Surface Membrane Proteome From 
Sorted X and Y Chromosome-Bearing Pig Sperm Cells 
Using 2DE and LC-MSMS; Martin R. Larsen1; Derek 
Van Dyke2; Bengt Eriksson3; Gareth Evans3; Peter 
Roepstorff1; 1Dept. of Biochemistry and Molecular 
Biology, University of Southern DK, Odense, Denmark; 
2Australian Proteome Analysis Facility, Sydney, Australia; 
3Sydney University, Sydney, Australia 
TPW 421 Membrane Proteomics Using Organic Solvents: A 
Comparison Between Chloroform/Methanol Extraction 
and Three Phase Partitioning; A. Jimmy Ytterberg; Jean-
Benoit Peltier; Giulia Friso; Klaas J. van Wijk; Department 
of Plant Biology, Cornell University, Ithaca, NY 
TPW 422 Characterization of Plasma Membrane Proteins from 
Ovarian Tumor Cells; Deanna L Auberry; Joshua N 
Adkins; John H Wahl; David S Wunschel; Karin D 
Rodland; David L Springer; Pacific Northwest National 
Laboratory, Richland, WA 
TPW 423 Exploring the Structure and Dynamics of Rhodopsin 
using Chemical Cross-Linking and LC/MS; Joseph S. 
Schoeniger; Richard B. Jacobsen; Gary Kruppa; Petr 
Novak; Marites Ayson; Pamela Lane; Kenneth Sale; Malin 
M. Young; Sandia National Laboratories, Livermore, CA 
TPW 424 Identification of Amyloid-Beta Binding Proteins in 
Neuronal Cell Culture; Tamas Janaky; Yann Verdier; 
Zsolt Datki; Botond Penke; Department of Medical 
Chemistry, University of Szeged, Szeged, Hungary 
TPW 425 MS-Based Identification of Interacting Proteins with 
the Human Equilibrative Nucleoside Transporter 
Protein, hENT1; Alan A. Doucette1; Carol E. Cass1; Liang 
Li2; 1Dept. of Oncology, University of Alberta, Edmonton, 
Alberta, Canada; 2Dept. of Chemistry, University of 
Alberta, Edmonton, Alberta, Canada 
TPW 426 Protein Characterization of the Membrane Blebs from 
Neisseria meningitidis Serogroup B; Deborah M B Post1; 
DeSheng Zhang2; Jerrold P Weiss2; Birgit Schilling1; 
Bradford W Gibson1; 1Buck Institute for Age Research, 
Novato, CA; 2University of Iowa, Iowa City, IA 
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TPW 427 Mass Spectrometric Studies of Ologomeric 
Transmembrane Proteins; Sue Slade; Jim Scrivens; 
Andreas Kukol; Wendy Foxall; University of Warwick, 
Coventry, UK 
TPW 428 The Peptide QTPVLYAMLDHSR (m/z 1532.14) is the 
Missed Sequence in the P0 Derived Protein of Bovine 
Peripheral Nerve System Myelin; Elena Urso1; Aldo 
Quattrone1; Antonio Qualtieri1; Anna Napoli2; Leonardo 
Di Donna2; Giovanni Sindona2; 1CNR-Istituto Sciene 
Neurologiche, MANGONE (CS), Italy; 2Dipartimento di 
Chimica-Università della Calabria, RENDE (CS), Italy 
TPW 429 Comparison of MALDI-TOF and LC-MS/MS Analyses 
of Membrane Proteins of Human Colorectal 
Adenocarcinoma Cell Lines HT-29 and Caco-2; Karine 
Pacaud1; Franck Brichory2; Virginie Wurtz1; Noelle 
Potier1; Jean-François Haeuw2; Alain Van Dorsselaer1; 
1Laboratoire de Spectrométrie de Masse Bio-Organique, 
Strasbourg, France; 2Centre dImmunologie Pierre Fabre, 
Saint Julien en Genevois, France 
TPW 430 Identification of Membrane Proteins in 2DE-Patterns; 
Maik A. Wacker; Joachim Klose; Inst. f. human genetics, 
Berlin, Germany 
TPW 432 Hydrogen/Deuterium Exchange HPLC 
nanoElectrospray Fourier Transform Ion Cyclotron 
Resonance Mass Spectrometry Analysis of a 
Recombinant Glycosyltranseferase; Jeremiah D Tipton; 
Benjamin H Hornstein; David H Powell; Erin E Burke; 
University of Florida, Gainesville, FL 
TPW 432 MALDI-TOF Determination of the Covalent Site in a 
Ligand-Membrane Receptor Complex After 
Photolabelling Experiments: Strategy Using Isotope 
and Affinity Tags in the Ligand; Emmanuelle Sachon; 
Olivier Tasseau; Solange Lavielle; Sandrine Sagan; Gérard 
Bolbach; University P et M Curie, Paris, France 
TPW 433 Complete Enzymatic Digestion of Membrane Protein, 
Bacteriorhodopsin; Ying Qing Yu; Martin Gilar; John C. 
Gebler; Waters Corporation, Milford, MA 
TPW 434 Characterization of Hydrophobic Peptides by 
Photoionization-Mass Spectrometry and Tandem Mass 
Spectrometry; Arnaud Delobel1; Frederic Halgand1; 
Henry Snijder2; Olivier Laprevote1; 1ICSN-CNRS, Gif-Sur-
Yvette, France; 2Sciex-Applied Biosystems, Toronto, 
Canada 
TPW 435 New Strategies Towards the Identification and 
Characterization of Membrane Proteins from 
Membrane Protein Supercomplexes; Isam Rais1; 
Hermann Schägger2; Michael Karas1; 1Institute of 
Pharmaceutical Chemistry, J.W. Goethe-University, 
Frankfurt, Germany; 2Center for Biological Chemistry, 
J.W. Goethe-University, Frankfurt, Germany 
TPW 436 Two-Dimensional Liquid Chromatography for Integral 
Membrane Proteomics; Rodrigo Aguilera1; Stephen 
Gomez1; Wim Vermaas2; Kym Faull1; Julian Whitelegge1; 
1UCLA Pasarow Mass Spectrometry Laboratory, Los 
Angeles, California; 2Arizona State University, Tempe, AZ 
TPW 437 Detergent and Cyanogen Bromide Free Method for 
Targeted and Global Proteomic Analysis of Integral 
Membrane Proteins; Josip Blonder; Cecilia Rodriguez; 
George M Janini; Li-Rong Yu; Van M Hoang; Haleem J 
Issaq; Thomas P Conrads; Howard Young; Timothy D 
Veenstra; SAIC -Frederick Inc, Mass Spectrometry Center, 
Analytical Chemistry La, Frederick, MD 
TPW 438 Targeted Proteome Analysis of GPI Anchored Proteins 
in Plasma Membranes; Felix Elortza1; Thomas S. Nühse2; 
Allan Stensballe1; Scott C. Peck2; Ole N. Jensen1; 1Dept. of 
Biochem. and Molec. Biol., Univ. of Southern Denmark, 
Odense, Denmark; 2Sainsbury laboratory, John Innes 
Centre, Norwich, United Kingdom 
TPW 439 Global Profiling of Membrane Proteins with a Novel 
Proteomics Platform; Jun Sun; Wen Yu; Arianna Jones; 
Jing Wei; Diversa Corporation, San Diego, CA 
TPW 440 PST - A Novel Solution for Membran Proteins; Karsten 
Kuhn2; Christian Baumann2; Juergen Schaefer2; Thorsten 
Prinz2; Roger Moraga2; Andrew Thompson1; Josef 
Schwarz2; Ute Bauer2; Christian Hamon2; Thomas 
Neumann2; 1Proteome Sciences, Cobham, England; 
2Xzillion GmbH & Co.KG, Frankfurt am Main, Germany 
TPW 441 Chemical Crosslinking as a Tool in Membrane Protein 
Interaction Studies: Crosslinked Subunits from 
Helicobacter pylori Urease; Elisabet Carlsohn1; Michael J 
Chalmers2; Mark R Emmett2; Alan G Marshall2; Hasse 
Karlsson1; Carol L Nilsson1; 1Goteborg University, Inst. of 
Medical Biochemistry, Goteborg, Sweden; 2National High 
Magnetic Field Laboratory, Tallahassee, FL 
TPW 442 Mass Spectrometry Based Analysis of Membrane 
Proteins from Multiple Myeloma Cells; Amir M 
Rahbar1; Catherine C Fenselau1; 1The University of 
Maryland, College Park, MD 
PROTEOMICS: INSTRUMENTATION AND AUTOMATION 
TPX 443 Protein Identification - High Sensitivity and High 
Throughput with Solid Phase Extraction Microplate; 
Mikkel Nissum1; Ulrich Schneider1; Sabine Kuhfuss1; Urs 
Knecht2; Nick Ingenhoven2; Christoph Eckerskorn1; 
1Tecan Munich GmbH, Kirchheim, Germany; 2Tecan 
Switzerland AG, Männedorf, Switzerland 
TPX 444 Sensitivity of Chemically Assisted Fragmentation 
MALDI: Success Rate Versus Gel Spot Intensity; Lena 
Hornsten1; John Prime2; Maria Liminga1; 1Amersham 
Biosciences, Uppsala, Sweden; 2Amersham Biosciences, 
Amersham, UK 
TPX 445 A MALDI-TOF Mass Spectrometer with Orthogonal 
Injection; Suzanne Ackloo1; Joseph Dicesare1; Alexandre 
Loboda1; Francis Vandemark1; 1MDS Sciex, Concord, 
Canada; 2PerkinElmerSCIEX, Concord, Canada 
TPX 446 Evaluating Performance of a New Multiple Ion Guide 
2D Trap TOF in MS and MS2, MS2, MS3 and MS4 
Acquisition Modes for Proteomics Applications; V. 
Sergey Rakov; Gholamreza Javahery; Oleg V. Borisov; 
Lisa Cousins; David Welkie; Craig M. Whitehouse; 
Analytica of Branford, Inc., Branford, CT 
TPX 447 Novel Analytical Strategies in Support of High 
Throughput Structural Proteomics; Daniel B. Kassel1; 
Colleen Van Pelt2; Kheng Lim1; 1Syrrx, Inc., San Diego, 
CA; 2Advion, Inc., Ithaca, NY 
TPX 448 Using a Prototype MALDI-Hybrid Quadrupole Linear 
Ion Trap for the Analysis of Tryptic Digest; J.C. Yves 
Le Blanc; Chris Lock; James W. Hager; Applied 
Biosystems|MDS Sciex, Concord, Canada 
TPX 449 An Integrated LC-MS Platform for Rapid and Precise 
Identification of Proteins and their Post-Translational 
Modifications using a Linear Ion Trap coupled with a 
Fourier Transform Ion Cyclotron Resonance (FT-ICR) 
Mass Spectrometer; S. -L. Wu1; Andreas Wieghaus1; 
Wolfgang Metelmann-Strupat1; Helmut Munster1; Jens 
Griep-Raming1; David Arnott2; 1Thermo Electron, San 
Jose, CA; 2Genentech, South San Francisco, CA 
TPX 450 Global Proteomic Analysis of Schizosaccharomyces 
pombe by 2DE and MS Using a Novel Integrated 
Robotic Platform for Automated Sample Preparation; 
Malcolm J Saxton1; James Jones2; Susan Kirby2; Mark 
Weeks1; Richard Jacobs1; Mike D Waterfield1; John 
Timms1; Ranier Cramer1; 1Ludwig Institute for Cancer 
Research, London, UK; 2KBiosystems, Basildon, UK 
TPX 451 A Linear Octopole Trap Interface for High-Sensitivity 
Ion mobility/TOF Techniques: A High-Throughput 
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nano-LC/IMS/TOF Separation of the Drosophila 
melanogaster Proteome; Sunnie Myung1; Young J. Lee1; 
John A. Taraszka1; Myeong H. Moon1; Stormy L. 
Koeinger1; Stephen J. Valentine2; Thomas C. Kaufmann3; 
David F. Miller3; David E. Clemmer1; 1Department of 
Chemistry, Indiana University, Bloomington, IN; 2Beyond 
Genomics, Waltham, MA; 3Department of Biology, Indiana 
University, Bloomington, IN 
TPX 452 Automated Nanoelectrospray Mass Spectrometry 
Analysis of Off-Line Collected Liquid Chromatography 
Fractions: A Powerful New Technique for Increasing 
Sequence Coverage; Colleen K. Van Pelt; Sheng Zhang; 
Kevin J. Howe; Advion BioSciences, Inc., Ithaca, NY 
TPX 453 Improved Bottom-Up Protein Identification Using A 
New Two-Dimensional Ion Trap Mass Spectrometer; 
Leo E Bonilla1; Jacob D Jaffe3; Rohan Thakur1; Andrew 
Guzzetta1; James Shofstahl1; Michael Senko1; Jae 
Schwartz1; 1ThermoFinnigan Corporation, San Jose, CA; 
2Harvard-Partners Center for Genetics and Genomics, 
Cambridge, MA; 3Department of Genetics, Harvard 
Medical School, Boston, MA; 4Department of Molecular & 
Cellular Biology, Harvard University, Cambridge, MA 
TPX 454 The Design and Performance of Polypropylene-Based 
Nanospray Nozzle Chips; Sau Lan T. Staats; Danny T. 
Chow; Phoenix S&T, Inc., Elkton, Maryland 
TPX 455 Nanoflow LC/Ion Mobility/CID/TOF for Proteomics: 
Analysis of a Human Urinary Proteome; Manolo D. 
Plasencia1; Sunnie Myung1; Myeong Hee Moon2; David E. 
Clemmer1; 1Department of Chemistry, Indiana University, 
Bloomington, IN; 2Department of Chemistry, Pusan 
National University, Pusan, South Korea 
TPX 456 An Alternative Strategy for Sequencing Peptide 
Mixtures - Non-Specific Precursor Mass Selection with 
an Orthogonal-Acceleration Time-of-Flight Mass 
Spectrometer; Jon D. Williams1; Michael Flanagan2; 
Linda Lopez2; Steve Fischer2; Luke A.D. Miller1; 1Glaxo 
SmithKline, Inc., Research Triangle Park, NC; 
2GlaxoSmithKline, Research Triangle Park, NC; 3Agilent 
Technologies, Santa Clara, CA 
TPX 457 Enhancement of Peptide Detection in Proteomics Using 
FAIMS; Karine Venne1; Eric Bonneil1; David A. Barnett2; 
Pierre Thibault1; 1Caprion Pharmaceuticals Inc., Montreal, 
Canada; 2Ionalytics Corporation, Ottawa, Canada 
TPX 458 Increased Sensitivity for Protein Digest Analysis with a 
High Capacity AP-MALDI Trap; Patrick D. Perkins; 
Bryan D. Miller; Christine A. Miller; Alex Mordehai; 
Agilent Technologies, Santa Clara, CA 
TPX 459 Automated Profiling of Wide-Scale Tyrosine 
Phosphorylation Events; Scott B. Ficarro; Arthur 
Salomon; Lawrence M. Brill; Mridul Mukherji; Dan 
Mason; Christer Ericson; Eric C. Peters; Genomics 
Institute of the Novartis Research Foundation, San Diego, 
CA 
TPX 460 High-Sensitivity and High-Throughput Analysis of 2D 
Gels; Andreas Wattenberg1; Sonja Bailey1; Ralf 
Reinhardt1; Peter Hufnagel2; Claus Köster2; Detlef 
Suckau2; Martin Blüggel1; 1Protagen AG, Dortmund, 
Germany; 2Bruker Daltonik GmbH, Bremen, Germany 
TPX 461 Automated High Pressure MALDI FTMS - Advantages 
of a New Design; Bogdan A. Budnik; Susanne C. Moyer; 
Parminder Kaur; Catherine E. Costello; Peter B. OConnor; 
Boston University, School of Medicine, Boston, MA 
TPX 462 Combination of Protein Electronic Transfer with 
Nanoscale Tryptic Digestion for Ultrasensitive 2D-
PAGE Protein Identification Using MALDI-MS; 
Jonathan W Cooper1; Jun Gao1; Cheng S Lee1; 1University 
of Maryland, College Park, MD; 2Calibrant Biosystems, 
Rockville, MD 
TPX 463 Evaluation and Application of a Microfluidics Device 
for Gel Sample Preparation and Analysis by AP- and 
OA-MALDI; Chris Williams1; Mustafa Unlu1; Yi Qian1; 
Belle Chang1; Susanna Wallenborg2; Christina Bender2; 
Susan M. Green1; Steven A. Carr1; 1Millennium 
Pharmaceuticals, Cambridge, MA; 2Agilent, Palo Alto, 
CA; 3Gyros, Uppsala, Sweden; 4Agilent Technologies, 
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